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NTDB id 1184 GTF74 RS02335 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ...MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAA 77
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ........MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEG.AVPTKLSDVGF 71
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRG.WSVKSGTGTED 71
NTDB id 1204 PSJM300 03935 AFN76865.1 ...MK.PVKSSCRGFSLIELMIVVAIIGILAAIALPAYQNYTVRSTAASALAEITPAKAAFEQAISEG.HTPSLVSSLP. 74
NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAG 74
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV...... 74
NTDB id 220076 OTEC02 RS01585 WP 081172667.1 ........MNAQKGFTLIELMIVVAIIGILAAIAIPAYQDYMVRSKVTEGLNLASSYKTTIAENAGNGAANLA....... 65
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAG 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGY 71
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 G.....FT..RLGTVEDMGDGKIVIAPT..ASGALGGTIKYTFDAG..........VVSSSKIQLAR......DANGLWT 132
NTDB id 1167 A1552VC RS11065 WP 000649326.1 G.....FT..RLGTVEDMGDGKIVIAPT..ASGALGGTIKYTFDAG..........VVSSSKIQLAR......DANGLWT 132
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 G.....FT..RLGTVEDMGDGKIVIAPT..ASGALGGTIKYTFDAG..........VVSSSKIQLAR......DANGLWT 132
NTDB id 1038 H0N27 RS01510 WP 000993725.1 T...........AATSS.VCATYSIDAF..TETDGAGKITCTLKG.........NPKIATKIVELTR......STDGAWT 122
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ATKKEVPL..GVAADAN.KLGTIALKP...DPADGTADITLTFTMGG......AGPKNKGKIITLTRT.....AADGLWK 134
NTDB id 1204 PSJM300 03935 AFN76865.1 .....GFI..GIGASTN.YC.TVTLIA......TATGSITC.TTQNG......MPDRFNGKTITIAR......TTDGLWD 126
NTDB id 1191 AAC28468.1 484..945( ) NV........IFDSANG..LDGKYFAPGGVTVTPDTGAINIAFDAGA..........NAGKTMTITPTVIAASGQISTWT 134
NTDB id 1424 RS RS02795 WP 011000517.1 ....GS...SVFTPTKN..VANLTIAGT....GTVPGQITVTYTTAAGGGTLALVPTAAGTA..LPVSS.AP.SGPIMWT 137
NTDB id 220076 OTEC02 RS01585 WP 081172667.1 ...VGVPN...FAATEN..VASITP..D....G.TTGKIEILYTDKAKGLTLTPYDGAEGGTA.IAAGT.VP.TNQITWV 127
NTDB id 1002 ACIAD RS15100 WP 004923779.1 SSCVGVQEISASNATTN..VATATC..G....ASSAGQIIVTMDTT..........KAKGANITLTPT..YA.SGAVTWK 131
NTDB id 1274 LPP RS09530 WP 011214168.1 V.........SPAATPN..VASIAI..G....A..NGVITITY.TA..........AAGGGTIVMTPTL.QA.NGDVTWT 119
NTDB id 1258 GCO85 RS09745 WP 014844212.1 V.........SPAATPN..VQSIAI..G....A..NGVITITY.TA..........AAGGGTIIMTPTL.QA.NGDVTWT 119
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NTDB id 1184 GTF74 RS02335 WP 000649326.1 CSTTV................TSEIAPKGCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 CSTTV................TSEIAPKGCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 CSTTV................TSEIAPKGCTAGATIN...... 153
NTDB id 1038 H0N27 RS01510 WP 000993725.1 CVSDV................PTEFLPKGCTAGTPTEGAITSL 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 CTSDQ................DEQFIPKGCSK........... 150
NTDB id 1204 PSJM300 03935 AFN76865.1 CTSDL................DSRYKPGKCL............ 141
NTDB id 1191 AAC28468.1 484..945( ) CAPGAAN............GIETRRLPTSCQ*........... 153
NTDB id 1424 RS RS02795 WP 011000517.1 CYAQNKAQAASSVAPSGTMSLAAKYAPAECR............ 168
NTDB id 220076 OTEC02 RS01585 WP 081172667.1 CTVDS..............AANAKYVPSNCRGS.......... 146
NTDB id 1002 ACIAD RS15100 WP 004923779.1 CTTTS................DKKYVPSECRG........... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 CTGGT...............LLAKYRPASCRP........... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 CTGGT...............LLAKYRPASCRP........... 136
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