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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 220036 BVZ63 RS01475 WP 042611853.1 ..MAGINKVIIVGHLGNDPEIRTMPNGDAVANISVATSESWNDRNTGERREVTEWHRIVFYRRQAEICGEYLRKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYE........EGYGQSQE..AYQRPAQQS.RQPAS 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYD........EGYGQSQE..AYQRPAQQS.RQPAP 141
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQP..............AK 146
NTDB id 220036 BVZ63 RS01475 WP 042611853.1 EGRLKTRKWQDQNGQDRYTTEIQ....GDVMQMLGGRNQNAGGYSND......MGST....P.Q.........SSYQARQ 134
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGG.DFGGN......QGSGWNQAPAQTNYNQGGYSDNYAQNN 147
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NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPRRQ.PVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPRRQ.PVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 Q...HQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 220036 BVZ63 RS01475 WP 042611853.1 TNNGGSYQSSRPAPQQAAPQAEPPMDGFDDDIPF 168
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFNGGNATRP.QPAQKPAAQAEPPMDNFDDDIPF 180
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