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NTDB id 1064 ABD1 RS15725 WP 001046490.1 MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLP 80
NTDB id 219738 BUM88 RS17830 WP 080027876.1 ......MKKNMGFTLIELMIVVMIVAVFAAIAIPSYQAQIRRADTAAVQQELLKLAGQLERYKSQNFSYHGFDPKYLYGQ 74
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .....MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQD 75
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 .......................RGGYTIQITD..DTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLT 135
NTDB id 219738 BUM88 RS17830 WP 080027876.1 TLAMSSVDFPS..........STNKKYTITLVDISETGRTTLLASSAGLGQRWAISAIPETTGYDALLVTSTGIKCKSKY 144
NTDB id 1006 ACIAD RS15005 WP 004923843.1 KSGQTLAKFDSTKQIVQLPLDTSNTKYTLAVVD..TTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKT 153
consensus * * * * *** *!!* **! *!* !!******!! !*!*!** ** ** ******!**!****
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 ATAVDNDCGGTVTCNVCETNSENWQ 160
NTDB id 219738 BUM88 RS17830 WP 080027876.1 LVAN..DLTNINNYTGCATNAEKW. 166
NTDB id 1006 ACIAD RS15005 WP 004923843.1 WANI........SSSSCGTGSESW. 169
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X non conserved

X similar

X ≥ 50% conserved


