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NTDB id 1062 ABD1 RS15720 WP 000788345.1 .....MKNGFTLIEIMIVVAIIAILAAIATPSYLQYLRKGHRTAVQSEMMNIAQTLESQKMVNNRYPSNATIQSIYGSNV 75
NTDB id 219737 BUM88 RS17825 WP 080027875.1 MLKNGSHQGFTLIELMIVVAIIAILAAIAYPSYTQYKIRTNRTDVQAEMLRINQRLQSYKVVNHSFNN.ATLDNGTALQS 79
NTDB id 1007 ACIAD RS15000 WP 004923844.1 ...MRVRHGFTLIELMIVVAIIGILAAIAYPSYQNYKIRVNRSDVQSELIRVSQQLQSYKMVNHGYAN.ASLAGLGNAAS 76
consensus ***!!!!!!*!!!!!!!*!!!!!!*!!! *!*** *!**!!*!**** ! !*!*!*!!* * * !** * * **
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NTDB id 1062 ABD1 RS15720 WP 000788345.1 SPLQGKALYTLAFTTL.NDSTWVLTATPIANTSQAGDGIICLNDQGQKFWAKGATD..CALSASSSWTE. 141
NTDB id 219737 BUM88 RS17825 WP 080027875.1 YPLTGTAFYTVTLAIDADNQGYLLKATPIIASIQNGNGEVCVNQDQQRYWFKGGICSSANLSNTSNWDGR 149
NTDB id 1007 ACIAD RS15000 WP 004923844.1 YPVTGTAFYTLNLAVDSDNQGYVLTATPISSTMQAGNGIICLNQDGQKFWSKAATA..CSLSSNSTWDGR 144
consensus *!**!*!*!!* **** ******!*!!!! **!*!*!**!*!***!**! !*** * !! *!*!***

X non conserved

X similar

X ≥ 50% conserved


