
logo MKE I LKTLTEAMMTLPEDSYSEQQDAEFLDE I F IVEE I EE I FVDELQPSL IHNEKWMQSEKNI
VATLTE IRRHFHTLKGSGRMIAGAKSSA

NTDB id 219732 BUM88 RS16175 WP 080027719.1 MKEILKTLTEAMMLPEDSYSQQDAEFLDIFVEEIEEIFVELQSLIHEWMQSKNVATLTEIRRHFHTLKGSGRMIAAKSSA 80
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MKEILKTLTEAMTLPEDSYSEQDAEFLEIFIEEIEEIFVDLQPLINKWMQSENIATLTEIRRHFHTLKGSGRMIGAKSSA 80
consensus !!!!!!!!!!!! !!!!!!! !!!!!!*!!*!!!!!!!!*!!*!!* !!!! !*!!!!!!!!!!!!!!!!!!!!*!!!!!

logo ELAWTVEDTLNRVINEQSLQTLTPNTIQQSYVQLVFKFYFFLKLVDDNFKQSKKRAEHATLVDFRPL I LLGQQLQQQQSLEPALEELLLQLS
NTDB id 219732 BUM88 RS16175 WP 080027719.1 ELAWTVEDTLNRVINESLTLTPNIQQYVQLVFKFYFFKLVDDFKSKKEHAVDFRPLILLGQQLQQQQSLEPALEELLLLS 160
NTDB id 1046 H0N27 RS03130 WP 168726941.1 ELAWTVEDTLNRVINQSLQLTPTIQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRPLILLGQQLQQQQSLEPALEELLQLS 160
consensus !!!!!!!!!!!!!!! !! !!! !! !!!!!!!!!! !!!! !! !* ! *!!!!!!!!!!!!!!!!!!!!!!!!!! !!

logo
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A
ETAHTVE I

SEHINLADETLTVLFMEEAEEHLATIDHQFLDEQE I
LHQHYDESYNAL IRALHTLR

NTDB id 219732 BUM88 RS16175 WP 080027719.1 DTLTAETKTGLEVGDLEQESDNL..TLETAVESEHNLAETLVLFMEEAEEHLATIDQFLEQEIHQHESYNALIRALHTLR 238
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HTLMAETVTGLELDYIEQDSLAEPIIQATHTEIEINLDETLTLFMEEAEEHLATIHQFLDQELHQYDSYNALIRALHTLR 240
consensus *!! !!! !!!!* *!!*! ** !* ! !*!! !!! !!!!!!!!!!!!!*!!!*!!*!!**!!!!!!!!!!!!!

logo GSSAMAQVEATI FDEASTKVEHLFKI LLQEELSSHSEE I LLLQRDEYREQF IVRDNCSLDELLASARYCSSNSEKQLDEASNRLKLQFNQSVWDAYMVEQ
NTDB id 219732 BUM88 RS16175 WP 080027719.1 GSSAMAQVEAIFDASTKVEHLFKILLQEELSSHSEEILLLRDYRQFIRNCLDLLAAYCSNKQLDSNLKQFNQVWDAYMEQ 318
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GSSAMAQVETIFEASTKVEHLFKILLQEELSSHSEEILLLQEYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAYVEQ 320
consensus !!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!! *!! !*! *!*!! !*! !!* ! !!!! !!!!*!!

logo HGDEHRATDSPLMPPSHGLVSQLLQLDVSELLDAELDFEKGIRNSEFPDHYLERLSEQADLLLQHTHQSQAML
VGLHYEYTNSQLKDESYDEV

NTDB id 219732 BUM88 RS16175 WP 080027719.1 HGEHASPLMPPHGLVSQLLQLDVSELLDAELDFEKGIRSEFPHYLERLSEQADLLLQHTQSQAMVGLYEYTNQLKDSYDV 398
NTDB id 1046 H0N27 RS03130 WP 168726941.1 HGDRTDPLMPSHGLVSQLLQLDVSELLDAELDFEKGIRNEFPDYLERLSEQADLLLQHTHSQAMLGLHEYTSQLKESYEV 400
consensus !!** !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!!!!!!!*!!!!*!!*!!! !!!*!!*!

logo LLDKRPADLLHQSDYI
VFE IYQKAHQQL IQLFDALAAGQRVGS IV I

V
E
KQHQNS I LEELKLYTQYI

TPDS ILNSNSDELPLPEQQSDHQSETSVFVEPS ILFYNSAIDEPV
NTDB id 219732 BUM88 RS16175 WP 080027719.1 LLDRPDLLHSDYVFEIYQKAHQQLIQLFDALAAGQRVSIIEQHQNILEELKLYTQYIPSLNSEPLESHQEVVESLFSADV 478
NTDB id 1046 H0N27 RS03130 WP 168726941.1 LLDKPALLQSDYIFEIYQKAHQQLIQLFDALAAGQRVGVVKQHQSILEELKLYTQYTPDISNDLPQQDSTSFEPIYNIEP 480
consensus !!!*! !!*!!!*!!!!!!!!!!!!!!!!!!!!!!!! ** !!! !!!!!!!!!!! ! * *** * !*** **

logo EPQETAVNVAESTSVAES INEFSDI LSATDHWAVVLMGSQSVHQLQDRQFYI
MSSTETHQVNRNYFDAPDELLDI FLEEADEELLEGI

MDTDLNIWVGNDEQENFAALNNL
NTDB id 219732 BUM88 RS16175 WP 080027719.1 EQTANESSASIESILTDHVVMSQSVHLDRQFMSTEHVNRYFDPELLDIFLEEADELLEGMDTDLNIWVNDQENFAALNNL 558
NTDB id 1046 H0N27 RS03130 WP 168726941.1 EPEVVATV.ENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALNNL 559
consensus !* * * ! !* !* !!!* !!!**!* *!!! !!**!!!!!!!!!*!!!!!*!!!!!!!! *!!!!!!!!!!



logo MRYLHTLKGGANMI
VQANTYI

LGL IAHELES IYERL IQKRQL IVTVSTSADL IDF IRLVQDDLADRLQIMVREQHQLDYAAPSHYTINQALKNR
NTDB id 219732 BUM88 RS16175 WP 080027719.1 MRYLHTLKGGANMIQANYIGLIAHELESIYERLIQRQLITSSALIDFIRLVQDDLADRLQIVREQHLDYAASHTIQALKN 638
NTDB id 1046 H0N27 RS03130 WP 168726941.1 MRYLHTLKGGANMVQATYLGLIAHELESIYERLIQKQLVVTSDLIDFIRLVQDDLADRLQIMREQQLDYAAPYTINALKR 639
consensus !!!!!!!!!!!!!*!! !*!!!!!!!!!!!!!!!!*!!* *! !!!!!!!!!!!!!!!!!!*!!!*!!!!!**!!*!!!

logo AGKQNVSYNFSLQGPLSAPAVKVEAI FQADEASESTDEVFIPSEQSSFAKVI
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NTDB id 219732 BUM88 RS16175 WP 080027719.1 AGKVYNSLGSAAKEIQAESETDVIPESSFAVLQQEAIDNTALNL....DELTCNFEQIVESNNR.LV.EYTELQAFDAEG 712
NTDB id 1046 H0N27 RS03130 WP 168726941.1 AGQNSNFQPLPVVEAF.DAESEVFSEQ..KVISEIIIDEIPVELEPALAELETHHDQVFDTAVTELATPVEMITTVTSQE 716
consensus !! ! * * ! ** !**! *! ** !* !! ** !**** !! ****!* ** *! ** *

logo

N
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Q
D
EQDIDEASVVEQTFLMEEAATELLEMADEHSLLKQWFEQRTNRS I LLQLQRAVHSLKGGASRMVGLEATVQAIAYQLENAFE

NTDB id 219732 BUM88 RS16175 WP 080027719.1 YTDSIQDQDIDSVVEQTFMEEAAELLEMADHLLKQWFEQRTNRSILLQLQRAVHSLKGGSRMVGLETVQAIAYQLENAFE 792
NTDB id 1046 H0N27 RS03130 WP 168726941.1 NEVAANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNRSILLQLQRAVHSLKGGARMVGLEAVQAIAYQLENAFE 796
consensus **!!!* !!!!!!*!!! !!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!!!!!!!!

logo

K
QFALHYHFNSSNIYDHNLLESAIAVWLKDEAI FKNHQNYQHFDGLQQSLENIQFFI ETATIQIPSTKLTRATDLFSSTEPVMS

TF IVQGDGATEP
NTDB id 219732 BUM88 RS16175 WP 080027719.1 KFALYHFSSNIYDNLLESAIVWLKEAIFKQNYQHFDGLQQSLENIQFIETAIQIPSKLTRTDLFSTEPVMSFVQGDGAEP 872
NTDB id 1046 H0N27 RS03130 WP 168726941.1 QFALHHFNSNIYDHLLESAIAWLKDAIFNHNYQHFDGLQQSLENIQFFETTIQIPTKLTRADLFSSEPVMTFIQGDGTEP 876
consensus !!!*!! !!!!!*!!!!!! !!!*!!! *!!!!!!!!!!!!!!!!! !! !!!!*!!!! !!!!*!!!!*!*!!!! !!

logo PPMMGAWEQATEQHRLDEQNNEMIRVSADL I EKMIDLSGENS INRSR I EMDLSQFGSHTLVEMELAIQRLADQLRRMEGELESTQI
NTDB id 219732 BUM88 RS16175 WP 080027719.1 PPMMGAWEQAQHLEQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFGHTLVEMELAIQRLADQLRRMEGELESQI 952
NTDB id 1046 H0N27 RS03130 WP 168726941.1 PPMMGAWEQTERLDQNNEMIRVSADLIEKMIDLSGENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRMEGELETQI 956
consensus !!!!!!!!! *!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!

logo IAKHGI EHSRYTDEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDEKIRDTESLLLVQQSR IQAE IQEGLMRTRLVPFS
NTDB id 219732 BUM88 RS16175 WP 080027719.1 IAKHGIEHSRYTEFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSEKIRDTESLLVQQSRIQAEIQEGLMRTRLVPFS 1032
NTDB id 1046 H0N27 RS03130 WP 168726941.1 IAKHGIEHSRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMRTRLVPFS 1036
consensus !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo RLLPRLQR IVRQTSTALDNRPAELFVNNTEGELDRNTI
MLERLVTPLEHMLRNAIDHGLEDRAVQREQQANRKPETGR I ELNIHQRQ

NTDB id 219732 BUM88 RS16175 WP 080027719.1 RLLPRLQRIVRQTSTALDRPAELFVNNTEGELDRTMLERLVTPLEHMLRNAIDHGLEDRVQREQARKPETGRIELNIHRQ 1112
NTDB id 1046 H0N27 RS03130 WP 168726941.1 RLLPRLQRIVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRIELNIQRQ 1116
consensus !!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!! !! !! !!!!!!!!!!!*!!



logo GTDVVVTVFKSDDGQRGIDI
VEKVRQKALLASGL IKNPSEQDVLEHQQDI LQL I FHPGLSTADEQVTQI SGRGVGLDVVQSDIKASLGGHV

NTDB id 219732 BUM88 RS16175 WP 080027719.1 GTDVVVTFKDDGRGIDIEKVRQKALLSGLINSEQVLEHQDILQLIFHPGLSTADQVTQISGRGVGLDVVQSDIKALGGHV 1192
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GTDVVVVFSDDGQGIDVEKVRQKALLAGLIKPEQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDIKSLGGHV 1196
consensus !!!!!! ! !!! !!!*!!!!!!!!! !!! *!! !!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!

logo SVDESVYGQGTI
TFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDR I IVRVSPATSLEQYFEGSAPQEFLFEFYENKRYPLRYLSEFV

NTDB id 219732 BUM88 RS16175 WP 080027719.1 SVDSVYGQGTIFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIVRVSPTSLEQYFGSAQEFFEFENKRYPLRYLSEFV 1272
NTDB id 1046 H0N27 RS03130 WP 168726941.1 SVESVYGQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYENKRYPLRYLSEFV 1276
consensus !!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!! !*!! !!*!!!!!!!!!!!!!!

logo GNQP IPRLNSGMVMYSLPVLMIKATNNGQTI
VALLVDQL IGSRAQIVVKP IGQQFSS IGAIAGATI LGDGQVCL I LDGQNIARQ

NTDB id 219732 BUM88 RS16175 WP 080027719.1 GNQPIPRLSGMMYSLPVLMIKTNNGQTIALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIARQ 1352
NTDB id 1046 H0N27 RS03130 WP 168726941.1 GNQPIPRLNGVMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGAIAGATILGDGQVCLILDGQNIARQ 1356
consensus !!!!!!!! !*!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IQSTQRRHKQLNSEAI
VYRQRESDERRL IMIVDDSVTVRKVTSTRLLERQGYDVVTAKDGI

VDAI EQLENIKPDLMLLDI EMPRM
NTDB id 219732 BUM88 RS16175 WP 080027719.1 IQSTRRHKQLNEAIYRQRESDERRLIMIVDDSVTVRKVTTRLLERQGYDVVTAKDGIDAIEQLENIKPDLMLLDIEMPRM 1432
NTDB id 1046 H0N27 RS03130 WP 168726941.1 IQSTQRHKQLSEAVYRQRESDERRLIMIVDDSVTVRKVTSRLLERQGYDVVTAKDGVDAIEQLENIKPDLMLLDIEMPRM 1436
consensus !!!! !!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!

logo DGFEVLNLVRHHDLMHQDYMPI
V IMITSRTGEKHRERAFSTLGVNSQYMGKPFQEEDELLEHNIDAFLFLTVATFREESELVAKS

NTDB id 219732 BUM88 RS16175 WP 080027719.1 DGFEVLNLVRHHDLHQDMPVIMITSRTGEKHRERAFTLGVNQYMGKPFQEEDLLHNIDAFFTTREEELA. 1501
NTDB id 1046 H0N27 RS03130 WP 168726941.1 DGFEVLNLVRHHDMHQYMPIIMITSRTGEKHRERAFSLGVSQYMGKPFQEEELLENIDALLVAFESEVKS 1506
consensus !!!!!!!!!!!!!*!! !!*!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!*!!*!!!! ! !* *

X non conserved

X similar

X ≥ 50% conserved


