
logo MIKNKYFRSRSTASRLAARSEQMMRGYSEQSSSSCAQTKRCFKDYI
SHI

TRNS ITAVSRLATARSSSARLTRASGFTLVELLVAIA I
NTDB id 219728 BUM88 RS08630 WP 080026948.1 MIKNKYFRSRSTASRLAARSEQMMRGYSEQSSSSCAQTKRCFKDSHTRNTVSRLTARSSSARLTRASGFTLVELLVAIAI 80
NTDB id 1076 ABD1 RS08075 WP 000594585.1 MIKN......................................KYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAI 42
consensus !!!!**************************************! ! ! !!! !!!!!!!!!!!!!!!!!!!!!!!!!

logo FAVLSLLGWKI FDYLLKVRDRNAEQHEVHQLFELQDAYQQI
VLRDTLQI IPLSANQGGQLHPALE I

LDNQI
VLRFSKAGVTDPLK

NTDB id 219728 BUM88 RS08630 WP 080026948.1 FAVLSLLGWKIFDYLLKVRDRNAQHEVQLFELQDAYQQVLRDTLQIIPLSANQGGQLHPALELDNQVLRFSKAGVTDPLK 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 FAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLK 122
consensus !!!!!!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!

logo QGLSPFER I EYRYDAPDQKKLYRLKYSTNLNTSNREQPLSSTLLSQVDEQFYQIMVLTPQEVTKWPE I
VNIDPTKPENEFLKRKLPKG

NTDB id 219728 BUM88 RS08630 WP 080026948.1 QGLSPFERIEYRYDPDQKKLYRLKYSNLNTSNREQPLSSTLLSQVEQFQIMVLTPQEVTKWPEINIDPTKPEEFRKLPKG 240
NTDB id 1076 ABD1 RS08075 WP 000594585.1 QGLSPFERIEYRYDADQKKLYRLKYTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKG 202
consensus !!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!*!!!!!!! ! *!!!!!

logo IK IQLTVAGVNSYEWIYSLNQGDNLSLSKQEQGGNAS
NTDB id 219728 BUM88 RS08630 WP 080026948.1 IKIQLTVAGVSYEWIYSLNQGNLSLSKQGGA 271
NTDB id 1076 ABD1 RS08075 WP 000594585.1 IKIQLTVAGVNYEWIYSLNQGDLSLSQEGNS 233
consensus !!!!!!!!!! !!!!!!!!!! !!!! !
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