
logo ML
INRVVLVGRLTRKDVPDELRYTSPSNGI

AASVAGTRTFSTLMVAVNRQTFSTNAQNQSGDEKREADF I SNCVAITWRRKSQAENFLVANFLMTKKGSLAIVGVEDGR I
LQTGR

NTDB id 219485 LS41612 RS00415 WP 024364645.1 MINRVVLVGRLTKDPELRYTPNGIASTRFTVAVNRTFSNQQGEKEADFISCVAWRKQAENLANFMKKGSLIGVEGRIQTG 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!!!!!!!!!*!**!!!!**!*!***!**!!!!*!*!**!**!!!!!*!! !!**!!!*!!!*!!!!!*!!*!!*!!*

logo

S
NYEGNQDQGKQRVFYTVTDEVQVVAEDNSFVSQLFLESPKRNSTTGTGEGAQSGPRAQSGSDNGQAYGSQGGNQFSYNESGNNQYASGNSGGQSPQSYFYGGGQNPDQNQSGPQYFTGSGAMPQQGSFGGGASYQQPN

NTDB id 219485 LS41612 RS00415 WP 024364645.1 SYEGQDGKRVYTTDVVADSVQFLEPRSGGGAPASNQYGGQS...YANSQPSYGGGQPQQQYGGAMPQQGSFGGGASYQQN 157
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGG................N 139
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTS................P 137
consensus *!!*!*!*!!**!*!*******!!****** **** **** * ***** ** *** *

logo QNPQNPTGMQRNAQRNPANQAGYTNNRSFTVDNQADEDPFANDNSKGGKQAP I EDVI SEDDDLPF
NTDB id 219485 LS41612 RS00415 WP 024364645.1 QPPMNQPNYTRVDEDPFANSKGPIEVSEDDLPF 190
NTDB id 113 BSU 40900 NP 391970.1 QNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 QQTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
consensus !* * **** **!!!!! * *!**!*!!!!!
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