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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 219101 B2D37 RS21190 WP 079204546.1 .MARGVNKVILIGTCGQDPETRYLPSGNAVTNLSLATSEQWTDKQTGQKVEKTEWHRVSLFGKVAEIAGEYLRKGSQVYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSRQP.........APDA 143
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSRQP.........ASDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDF.....GGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNF 149
NTDB id 219101 B2D37 RS21190 WP 079204546.1 EGKLQTREWEK.DGIKRYTTEIVV.DMQGTMQLIGGRPDNA........GGDSAPRQQRPAPQ....REQQQQ..QQQ.. 141
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG........GMPAQGGMNVPAQQ....GSWGQP..QQPAK 146
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATR.PQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 219101 B2D37 RS21190 WP 079204546.1 ....APR.PAPQQQAKP..AQDFDSFDDDIPF 166
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQPMQQ.SAPQQYSQPQYNEPPMDFDDDIPF 177
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