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NTDB id 219091 B2D37 RS14955 WP 079203430.1 .....MPDA...ILRIALPSPLRRLFDYRAPPGVPRSALQPGARLRVPFGRRELIGILIEVTDHSEVPTGKL..KPALQL 70
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQ.YERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDL 79
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NTDB id 219091 B2D37 RS14955 WP 079203430.1 LDAQSPLPPALFKLCLWTAQYYQHSLGDTLSWALPVLLRQGEPAEVRQERFWHLVDGAQLDDPRLSRAPRQREALQTIAQ 150
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LDEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLF.HLWKITPCDNV.EALLKRSGKQQDAYQILKL 157
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NTDB id 219091 B2D37 RS14955 WP 079203430.1 HPHGVAHQLLGQLQLNKESLGQLREKGLVRVEIRRHAASERHLNWLAEPELPLNPEQRAAAEAVRTGFGHFNAFLLAGVT 230
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HPAGTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQ.LAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLT 236
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NTDB id 219091 B2D37 RS14955 WP 079203430.1 GSGKTEVYLQLIRETLEAGKQALVLIPEINLGPQTLARFERRFNARIALLHSGVNDRERLDAWLAARDGEADIIIGTRSA 310
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GSGKTEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSA 316
consensus !!!!!!!!!****! ! !!! !!!*!!! ! !!!* !! !!!* !!!!!!!*!! !! !! ! ! ! !!*!!!!!

logo

I
L
F
YTPLMPQRLPGL I I ILDEEHDALSYKQQEGFLRYHARDLVALVVYRAGHLQEQGNCIP I

VLLGSATPS ILDESLYHLNAVEHSTGKRLYATAMLHQLHNQRAGGHALQLQ
NTDB id 219091 B2D37 RS14955 WP 079203430.1 LFTPMQRPGLIIIDEEHDASYKQQEGLRYHARDLAVVRAHQENIPILLGSATPSLESLHNAHSGRYAMLHLHQRAGGAQQ 390
NTDB id 1072 ABD1 RS01805 WP 000156662.1 IYTPLPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALL 396
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NTDB id 219091 B2D37 RS14955 WP 079203430.1 PRFLRLDVKSRPLDSGISGPMQQAIAKTLATGQQVLVFLNRRGFAPTLLCHDCGWLSECPRCDARMTVHQR.SGELRCHH 469
NTDB id 1072 ABD1 RS01805 WP 000156662.1 PKMHLIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHH 476
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NTDB id 219091 B2D37 RS14955 WP 079203430.1 CGHVERQPSNCPKCNNVDLRPVGAGTERAEERLGILFPQVPVLRVDRDSTSRKEAMTSLFNTVQRGEPCILVGTQMLAKG 549
NTDB id 1072 ABD1 RS01805 WP 000156662.1 CGTVHRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKG 556
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NTDB id 219091 B2D37 RS14955 WP 079203430.1 HHFPRVTLVAILDADGGLFSADFRASERMAQLIVQVAGRAGRAEEPGKVIIQSHLADHPLLVQLTEQGYFAFAEQALSER 629
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HHFPHVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAER 636
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NTDB id 219091 B2D37 RS14955 WP 079203430.1 RSAGLPPFCHLALLRAEAHKPGQAEGFLDEACSEAELLVSELKLSGIELLGPVPAPMERRAGRYRAQLLVQANARAPLHR 709
NTDB id 1072 ABD1 RS01805 WP 000156662.1 KVALLPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQ....IAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHF 712
consensus * ! !!!*** !*!!! * * *!! !!* ***** *** !!*!!!!!!*!!!!!!**** !!*!!

logo

L
YLRSQTWMWALAQLEVHQAMPRSGQHRAQLVRLWS ILDVDP I

Q
D
E
F
L
F
S

NTDB id 219091 B2D37 RS14955 WP 079203430.1 LLSTWMLALEQMPSGRAVRWSLDVDPIDLF 739
NTDB id 1072 ABD1 RS01805 WP 000156662.1 YLRQWWAQLVHAPRQHQLRLSIDVDPQEFS 742
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