
logo MRSAVEARLARLSTEGETQGQRR I
VLRLYHLYRLTIGLAVLVLL I SSDELMDEDTQLVLKNLAVHQPVELFHRVYGSWCFYL IVFLNI

MLVALVFLLVPQPRPSRNQLVLVPQI F
NTDB id 219086 B2D37 RS13700 WP 079203204.1 MSVEALALTGTQGRRVLRLYHLYRLTIGLALVLLISSDMDTQLLNLAQVELFRYGSWFYLILNMLVAVLVQRPRNVVQIF 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! ! ! !* !! !*!!!!!!!!!!!!! !!!!!!!*** !*! ! **!!!* !!!*!!* !*!!!* ****!****!!

logo

I
SLALMTVDVI

L
L
MLCSAGLFYAAGGGTVPSGIGNSLL IVVAVAIANI LLRGR IGLLVIAAAVASTI

LGL ILYLTFFYLSLSRSPDEASTANHQYVQAGAGLG
NTDB id 219086 B2D37 RS13700 WP 079203204.1 SLAMVDVILLSALFYAAGGTPSGIGNLLIVAVAIANILLRGRIGLLIAAVATIGLIYLTFYLSLSRPEASAQYVQAGALG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!* !!**!**!!!!*!! !!!!! !!*!!!!!!!!!!!!!!!!*!!! !**!!*!!!!*!!!! !*!* *!!!!!*!!

logo TLCFAAALLVI
VQAGLTVRRLQEQDQSTESTLAEEQRAAEDTVANSLEAELNAL I LQRMRTGI LVLVDASQRHQAR I

VLLANQAGALGHLLGRHQDADLVQTGAKI
SLDG

NTDB id 219086 B2D37 RS13700 WP 079203204.1 TLCFAAALLVQGLTRRLQDSESLAEQRAADVASLEALNALILQRMRTGILVLDAQHRVLLANQGALHLLGHDALTGKILD 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!!!!!**!*! !! *!*!!! !! !! !! !!!!!!!!!!!!!!!*! * *!!!!!*!!*!! *! * ! !

logo

P
RHCSPEMLMVHKCRLMKQQWLRHLNPSTLRPPSSTLKQAVFVAPDGPTLVQPSF IASLNQREGDGDQQRHI

VL IVFLDEDI SQIAQQAQQLMKLAGSLGRLTAGIAHE
NTDB id 219086 B2D37 RS13700 WP 079203204.1 PHCPELVKRLQQWLHNPTLRPSSLQAFADGPTLQPSFIALQRGGQRHILVFLDDISQIAQQAQQLKLASLGRLTAGIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus *!*! !**** !! *!!*!!!**! *!!!!*!!!!! !*! !*!*!!*!!!!!!!!!!!*!!! !!!!!!!!!!!

logo I RNPLGAI SHAAQLLQESEDELDHAGPDQRRLATQI IQDHQSKRRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLMHQRFAVDSEFYPRGSRSALARNPDG
NTDB id 219086 B2D37 RS13700 WP 079203204.1 IRNPLGAISHAAQLLQESEDLHGPDQRLAQIIQDHSRRMNLVIENVLQLSRRRQAEPQLLDLKYWMHRFASEFRSSAAPG 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!!!!!!!!!!!!!*!**!! !! !!!!!*!*!!!!!!!!!!!!!!!!!!!!! !!!! !**!! !** *

logo

Q
S
E
TLHLEQLTGQASGDTI

VQTRMDPHQLNTQVLSTNLVQNGLRYSAQANHNGPQRGQVWLKSLAFRDKPESSDLPAVLE I ILDDGPGVAPAPDEKQLNQHNI
LFEP

NTDB id 219086 B2D37 RS13700 WP 079203204.1 QTLHLETQSGTVQTRMDPHQLTQVLTNLVQNGLRYSAQNNPQGQVWLKLFRDKSSDLPALEILDDGPGVAPEQLQHIFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus !!! ! *!!!!!!!!! !!!*!!!!!!!!!!!! ** !!!!! ! !!* !!!! !!!*!!!!!!*** !***!!!

logo FFTTENSKGTGLGLYI
LSRELCESNQAR I

LDYKRNPREEGGGGSCFR ITFAHPRKLS
NTDB id 219086 B2D37 RS13700 WP 079203204.1 FFTTENKGTGLGLYISRELCESNQARLDYKPREGGGSCFRITFAHPRKLS 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !!!!! !!!!!!!!*!!!!!!!!!!!*!!**!! !! !!!!!!!!!!!!!



X non conserved

X similar

X ≥ 50% conserved


