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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRR.QAEVAGQYLRKGSKVY 77
NTDB id 218988 BVG79 RS04225 WP 085785786.1 .MAGSVNKVILIGNLGRDPEVRNFPNGGKVVNLRIATSETWRDKSSGERKERTEWHSVAIFSEPLGNIAEKYLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGK.LAEVAGEYLRKGSQVY 79
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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQS.........QEAYQRPAQQSRQPAPD 142
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQS.........QEAYQRPAQQSRQPASD 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFG.GNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGG 152
NTDB id 218988 BVG79 RS04225 WP 085785786.1 LEGQLETRKWQDQSGADRYSTEVVLRPFTGQMTLLDGRDSGGQGG...GGD..YQ.....GGNQGGYDGGYDSGYSSQP. 148
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.AQGGM..NV.....PAQQGSWGQPQQPAKQHQP. 150
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NTDB id 1131 NGFG RS05740 WP 003695064.1 APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NAT....RPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 218988 BVG79 RS04225 WP 085785786.1 .SG....GGG...RSGGAQNRVSDLGDDEIPF 172
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .MQ....QSAPQQYSQPQYNEPPMDFDDDIPF 177
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