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NTDB id 114 BSU 16110 NP 389493.1 IE SGSLITAE GR VFA PGS F PYRGEP TIOREn eV ARWVSIEME EIYLPERNVQYTEPF
NTDB id 626 LCA RS04960 WP 011374694.1 IRV AIPGILSGCLI-GA LDKNIBNENLREED. . ... ..
NTDB id 599 KW2 RS05940 WP 021037268.1 T| 0] QD "LIYE )8 )\
NTDB id 525 SMSK321 RS06295 WP 000705298.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEF EF AN
NTDB id 497 SM12261 RS05565 WP 000705318.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEF EF
NTDB id 267 KZH43 RS05590 WP 000705306.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEF EF s
NTDB id 226 SPD RS05990 WP 000705306.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEF ET A
NTDB id 192 SPR RS05715 WP 000705306.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEF EF
NTDB id 157 SP RS06205 WP 000705306.1 GVIVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEF EF e
NTDB id 218901 B1761 RS00230 WP 011225887.1 [CATARYVINNAL|HA eIy eiio{esinhiaynzle N pnmlelK Sholerepcnzmua)ey S CHMENE FDRRRSNALS . . . . . . . . . .
NTDB id 407 SMU RS04605 WP 002262865.1 GV VAEAKMRSGSLITCERAMEEGRDVF[j PGNILDG[NS GCHHLIQEGAK{® TSGIED LIJEF|YF
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