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NTDB id 218738 B2G52 RS06495 WP 025457170.1 MEQKGFTLVEVMIVVAILGIISVIAIPSYQSYIEKGYQSQLYTEMVSINNAFKQIILKNPGESNQNLETELKKFAPAYRM 80
NTDB id 1088 NMV RS07470 WP 173277181.1 MEQKGFTLIEMMIVVAILGIISVIAIPSYQSYIEKGYQSQLYTEMVGINNISKQFILKNPLDDNQTIKSKLERFVSGYKM 80
NTDB id 1140 NGFG RS02440 WP 025455870.1 MEQKGFTLIEMMIVVAILGIISVIAIPSYQSYIEKGYQSQLYTEMVGINNVLKQFILKNPQDDNDILKSKLEIFVSGYKM 80
consensus !!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!* !!*!!!!! **!* ****!**!***!*!

logo NPKIAKEKYNSVSGVEHRFVNDKAAEKSPRAYSRLVGVPNKTAGTGYTLSVWMNSVGDGYKCRDATASAQRVAHYSLETLSSANDATVGCEAFSNRKK
NTDB id 218738 B2G52 RS06495 WP 025457170.1 NPKIAEKYSVSGEFVDAAKSRAYRLVGVPKAGTGYTLSVWMNSVGDGYKCRDAASARAYSETLSADAGCEAFSNRKK 157
NTDB id 1088 NMV RS07470 WP 173277181.1 NPKIAEKYNVSVHFVNKEKPRAYSLVGVPKTGTGYTLSVWMNSVGDGYKCRDAASARAHLETLSSDVGCEAFSNRKK 157
NTDB id 1140 NGFG RS02440 WP 025455870.1 NPKIAKKYSVSVRFVDAEKPRAYRLVGVPNAGTGYTLSVWMNSVGDGYKCRDATSAQVYLETLSANTGCEAFSNRKK 157
consensus !!!!!*!!*!!* !!***!*!!!*!!!!!**!!!!!!!!!!!!!!!!!!!!!!*!!****!!!!** !!!!!!!!!!
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