
logo MSENKQNEVLTGYEQLKRRNRRRLVTASCSLVAASC I LLAAALSSDPADSNPAPQAGETGATENSQTANATAQATPALKSAAEGN
NTDB id 218728 B2G52 RS05420 WP 003713811.1 MSENKQNEVLTGYEQLKRRNRRRLVTASCLVAASCILLAAALSSDPADSNPAPQAGETGATENQTANAAQAPALKSAAGN 80
NTDB id 1129 NGFG RS01435 WP 003687618.1 MSENKQNEVLTGYEQLKRRNRRRLVTASSLVAASCILLAAALSSDPADSNPAPQAGETGATESQTANTAQTPALKSAAEN 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !! !!!!!!! !

logo GETAADGKPQDALAGEGDGKPASAADDGSEGI SEPEDNI
VGAPLVI

L INDNRLDEDSNIKGLEAESAEKLPQPQAQEATAEKKTPQPEETAATAEPQAKEQAKQGR
NTDB id 218728 B2G52 RS05420 WP 003713811.1 GETAAGKPQDAAGGGKPA.DDGGISEPEDIGAPLVIINNRLDDSNIKGLEASAKPQPQEAAEKPQPEETAATAQAEAKQG 159
NTDB id 1129 NGFG RS01435 WP 003687618.1 GETAADKPQDLAGEDKPSAADSEISEPENVGAPLVLINDRLEDSNIKGLEESEKLQQAETAKT.........EPKQAKQR 151
consensus !!!!! !!!! !! !! * ! !!!!! *!!!!!*!! !!*!!!!!!!! ! !*!* ! ! ********* * !!!

logo AAEKAVQSAPTADNSTDKTDVATAVEKPKPRASAEPKPQKATERATAEAKPKAKETKTAEKVADKPKTAAEKTKPDTAKSDKSAPVKEAPKKASDK
NTDB id 218728 B2G52 RS05420 WP 003713811.1 AAEKAQAPADN..KDTAEKPKPAAEPKPQKTERAAEAKPKAKETKTAEKVADKPKTAAEKTKPDTAKSDKPVKEPKKSDK 237
NTDB id 1129 NGFG RS01435 WP 003687618.1 AAEKVSATADSTDTVAVEKPKRSAEPKPQKAERTAEAKPKAKETKTAEKVADKPKTAAEKTKPDTAKSDSAVKEAKKADK 231
consensus !!!! !*!! ** !!!!* !!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!*!! !!

logo AEGSKKPTAEKDRSSDGKKHETAQKTDKADKATKTAGQGKTAEKEKSDGKATGKKAAIQAGYAEKERALSLQRKMKAAGIDSTITE
NTDB id 218728 B2G52 RS05420 WP 003713811.1 AESKKPAEKDSSDGKKHETAQKTDKADKAKTAGQGKTAEKEKSDKTGKKAAIQAGYAEKERALSLQRKMKAAGIDSTITE 317
NTDB id 1129 NGFG RS01435 WP 003687618.1 AEGKKTAEKDRSDGKKHETAQKTDKADKTK......TAEKEKSGKAGKKAAIQAGYAEKERALSLQRKMKAAGIDSTITE 305
consensus !! !!*!!!! !!!!!!!!!!!!!!!!! !******!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IMTDNGKVYRVKSSNYKNARDAERDLNKLRVHGIAGQVTNE
NTDB id 218728 B2G52 RS05420 WP 003713811.1 IMTDNGKVYRVKSSNYKNARDAERDLNKLRVHGIAGQVTNE 358
NTDB id 1129 NGFG RS01435 WP 003687618.1 IMTDNGKVYRVKSSNYKNARDAERDLNKLRVHGIAGQVTNE 346
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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