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KLBT{A{TSéA{EAtAA QKQA TSV ADSAQSSSSA AA AE{NE 9J| V{QN QQQA KIEV{EFF YF H A
MKSRHLALGVAALFALAACDSKVQTSVPADSAPAANSAAAAPAGLVEGQNYTVLANPIPQQQWGKVEVLEFFGYFCPHCA
MKSRHLALGVAALFALAACDSKVQTSVPADSAPAARSAAAAPAGLVEGQNYTVLANPIPQQQAGKVEVLEFFGYFCPHCA
MKl TLALTSLTLLALAACSKQA TSVPADSAMN HSAFAAPABLEEGENYTVL TPIPQQQAGK EVLEFFGYFCPHCA
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HLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLPLARLAAAVDMAAADSKDVANSHIFDAMVNQKIKLQNPEVLKKWLGEQT]
HLEPVLSKHAKSFKDDMYLRTEHVVWQKEMLJJLARLAAAVDMAAADSKDVANSHIFDAMVNQKIKLQNPEVLKKWLGEQT
HLEPVLS|ZHWK FKDD@WY RIAEHVVWEWEMIAPLARLAAAV MA |38 SDKANSHIFDAMVNQKINLA T TLKKWLSEQT
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£y T KIREECRe

AFDGKKVLAAYESPESQARA KMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ 232
AFDGKKVLAAYESPESQARAWKMQELTETFQIDGTPTVIVGGKYKVEFADWESGMNTIDLLADKVREEQKAAQ 232
AFDGKKVLAA E PESQARA QM ELTNKFQISGTPTVIVGGKYQVEFKDW SGMTTIDQLVDKVREEQKKPQ 231

X non conserved
B similar
>50% conserved
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