
logo MWELVKASGGWI
MMLP I I LCSS IAAALGI I IVERLWTLRAPSR I

V
A
TPPHLLGQAVWKQWIKQDEKKQLDSNEQKLKEQLRADSPLGE I LAAGLANSKHRGR

NTDB id 218664 XJ28 RS10330 WP 003381119.1 MWELVKSGGWMMLPIILSSIAAAGIIIERLWTLRASRIAPPHLLGQAWQWIQEKKLDNEKLKQLRADSPLGEILAAGLANSKHGR 85
NTDB id 1200 PSJM300 12655 AFN78593.1 MWELVKAGGWIMLPIILCSIAALGIIVERLWTLRPSRVTPPHLLGQVWKWIKDKQLSNQKLKELRADSPLGEILAAGLANSKRGR 85
consensus !!!!!! !!!*!!!!!!*!!!! !!!*!!!!!!!*!!* !!!!!!! ! !! *! ! ! !!! !!!!!!!!!!!!!!!!!!!*!!

logo E IMKEC I EEAAARVI
VHDLERYLNSALGSTIAAGI

MAPLLGLLGTVLGMIE I FGSASFMNGSSTGAMTANAGPLVLAGSGI SKAL ICTTAASGL IMVAGIPAI
L

NTDB id 218664 XJ28 RS10330 WP 003381119.1 EIMKECIEEAAARVIHDLERYLSALGSIAAMAPLLGLLGTVLGMIEIFGSFNSTGATANAGVLASGISKALICTASGLIVAIPAI 170
NTDB id 1200 PSJM300 12655 AFN78593.1 EIMKECIEEAAARVVHDLERYLNALGTIAGIAPLLGLLGTVLGMIEIFSAFMGSGM.ANAPLLAGGISKALITTAAGLMVGIPAL 169
consensus !!!!!!!!!!!!!!*!!!!!!! !!!*!!**!!!!!!!!!!!!!!!!! ! *! *!!!**!! !!!!!!!*!! !!*!*!!!*

logo FFHRFLLQRSRVDELVVGMEQEQAIKRLVEVVQGDRDVDLGIDEAGKAIDLKSLARAGGSKKK
NTDB id 218664 XJ28 RS10330 WP 003381119.1 FFHRFLQSRVDELVVGMEQQAIRLVEVVQGDRDVDLIDAKIDLKSLARAGGSKKK 225
NTDB id 1200 PSJM300 12655 AFN78593.1 FFHRFLLRRVDELVVGMEQEAIKLVEVVQGDRDVDLGEGKA.............. 210
consensus !!!!!! !!!!!!!!!!! !!*!!!!!!!!!!!!! **! **************

X non conserved

X similar

X ≥ 50% conserved


