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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEAS.FAWLMPWLDALALPGGS 508
NTDB id 218663 XJ28 RS10325 WP 007245834.1 TRAQWLIALGLLPILLALNLPISLSGPFANLLAVPWVSVIVLPPALIGTLLLPVPVVGEGLLWLAGGALQWLFVFLG.WVAEALP 438
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLA.LIAGWQP 440
consensus **!*****!!!!**!*! ***!*****!!*!!*!**!****!*!!*!* *!**!*****!*!**** ***!* *!* *** * *



logo

V
AWVLPAPSAALVPAGLWAWGLSLASVALVVLGATVFLPLVLLVLPAGKGYVRPAWAW

LRALVQLGATWLPVLLALLPCLMVLLFPARPADLKPSARSVPEPMPQGEQRAFVREMVLVWAQVLFDI
VGQGALSAI

T
VLLVERTARDGNHARTLLFYDTAGP

NTDB id 1426 RS RS05575 WP 011001070.1 VWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGP 593
NTDB id 218663 XJ28 RS10325 WP 007245834.1 AWLPSAVPGWAWLLSLLGAFVLLLPKGVP...LRLLGWPLLLLCVFPPLKSVPMGQVEVLQLDVGQGLAILLRTRNHTLLYDAGP 520
NTDB id 1199 PSJM300 12650 AFN78592.1 AWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGP 522
consensus *!***!*!*!!! ! **! *!!*!*!** *!**! *!!******* ** ! *** *!*!!!***!**!* ! !!*!*!!

logo RFQYGEDLFADAIAGDEQRVI
V
F
VPASYMLRGKQHLSGLVEQRAHR I

LDTLLML
M
V

I
L
VSHEADASDHAGGTAAELTAI

V
H
M
Q

A
R
G
A
F
M
VPVGNRARTMVLAGSSGLELPEPTGRHGLERQARLPAALPAGQI

L
E
D
P
A
A
R
G
L
SCERVANTNGEQRWAETW

NTDB id 1426 RS RS05575 WP 011001070.1 RQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAW 678
NTDB id 218663 XJ28 RS10325 WP 007245834.1 RFGEF.DIGQRVVVPAMRKSGVRHLDLMLISHADADHAGGAAAVHRAFPVNRVLGGELTR.......LAPQLDARLCENNERWEW 597
NTDB id 1199 PSJM300 12650 AFN78592.1 RYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTW 599
consensus !*!** !***!!**! *! !* *!****!!*!*!!!!!* ** ***!! *!**** * ** ***** ! **!! !

logo

N
D
Q
GVANVFES ITVLWYRPWEPVQVAPSDRAAPTVSNSGNQAAGRSCMVLMRS IVADENAGARGYEARALMLLATGDIGDARVAHQQAEARAAL IMVADAGSEAPGEFMDERVLMNRADHRI

WLQLVAPHHGSNRTSSSSAGKARVFLADQAV
NTDB id 1426 RS RS05575 WP 011001070.1 DGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAV 763
NTDB id 218663 XJ28 RS10325 WP 007245834.1 DGVVFSTWRWEQA......PNGNAGSCMLSVDAGGERLLLTGDIDVHAERAAMDS..GFDLRAHWLQAPHHGSRSSSSKRFLQAV 674
NTDB id 1199 PSJM300 12650 AFN78592.1 NQVNFSVWRWPQA......TNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAV 676
consensus **! !***** !* **!**!!*! *********!*!!!* *!*!**** * ** ! *!**!!!!!**!!!* !! !!

logo

S
A
P
A
D
L
Q

V
G
V
A
V
L
F
I
Q
S
V
R
S
G
Q
S
Y

H
N
RNRAYFGHPHPALQVLMWKQSRLYGQRANWALRGAITEHLRLHRDSTDAAEHLTGAI

L
V

V
S
I
L
E
Q
T
L
R
G
GDALFAGGQVAPRTRRAEMRSRADMEQRRPRYFWSRDESAKLEVAALAETTEPTGAQP
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