
logo MRTAERTLPRSLSTESEPQAGQRI LRLYHLYRLTIGLVVLVLL I SSESLEDTEQLVLKQLAVHNPENLFHRSVGCSWCLYLVFNI LVAVLVFLLEPPRPSRSQRLQALPQI
LFGI LALMT

NTDB id 218653 XJ28 RS04580 WP 007246758.1 MTAETPSLTSPQAQRILRLYHLYRLTIGVVLVLLISSSLETELLQLANPNLFRSGCWLYLVFNILVVVLLERPSRQAQLFGLAMT 85
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFILALT 85
consensus ! !! * !* *!*!!!!!!!!!!!!!!!*!!!!!!!! !! *! ! *! !!* !*!*!!!!!!!! * !*** **! !!*!
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NTDB id 218653 XJ28 RS04580 WP 007246758.1 DAIMLSGLFYAAGGPSSGIGNLLIASVAISNVLLRGRIGLLIAAVSAIGIIYLTFYISFGTPSVSNDYVQAGSLGALCFAAALLV 170
NTDB id 1472 PAKAF RS23995 WP 016253893.1 DVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAALVI 170
consensus ! *!!*!!!!!*!!**!!!! !!* !!! !*!!!!!!!!*!!! *!**!!!!**! *! *!*!!!!! !! !!!!!!!**
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NTDB id 218653 XJ28 RS04580 WP 007246758.1 QALTARLQVSEGLAEQRAADVDSLEELNALILQRMRTGIVVLDARRQVVLANQGALTLLGHERLVGQVIDAYSPQLVERLRQWLI 255
NTDB id 1472 PAKAF RS23995 WP 016253893.1 QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQWRL 255
consensus !!! ! *! !!! !! ! !!!!!!!!!!!!!!!!*!*! ! **!!!!*!! !! ** * ! * *!! !*****!! *
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NTDB id 218653 XJ28 RS04580 WP 007246758.1 NPIMVPRSITTSSIGPVLQPSFAALNRGDQRQTLIFLEDLSQIAHQAQQLKLAALGRLTAGIAHEIRNPLGAVSHAAQLLNESED 340
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
consensus !! * !*** * !! *!!!! !!! ! * !!!!!!*!!!!*!!!!*!!!*!!!!!!!!!!!!!!!!!!*!!!!!!!*!!!*
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NTDB id 218653 XJ28 RS04580 WP 007246758.1 LSAPDRRLGQIIHDQSQRIDRVIENVLQLSRRREAQPELLDLKVWLENFVSDFRSSAAADQSIHVQISPGMLTTRMDAGQLTQII 425
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLNQVL 425
consensus ! !!!!!! !!!*!!! !* !!!!!!!!!!!! ! ! !!!! !! !! *** ! *!*!* *! * !!!!**!! !**
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NTDB id 218653 XJ28 RS04580 WP 007246758.1 TNLVQNGLRYSRRNHPSAQVWLNLHHDRESDLPILEVLDDGPGVSEQNLSKIFEPFFTTESKGTGLGLYLSRELCESNQAHLEYI 510
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR 510
consensus *!!!!!!!!!! !* *!!!! !**!*!!!!!*!!**!!!!!!* ! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!***!
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NTDB id 218653 XJ28 RS04580 WP 007246758.1 PRPHDGGSCLRITFAHPFKTS 531
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NR.EEGGGCFRITFAHPRKLS 530
consensus *!***!! ! !!!!!!! ! !
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