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NTDB id 21844 PCC7120DELTA RS17190 WP 010997238.1 QTRLGDNLEQQIVDAISQAKSTIDVAVQELRLPRIAQALKDKQKAGIKVRVILENTYTRSLSSLTPEEVKKLPER 134
NTDB id 1416 SGL RS14595 WP 010873643.1 FKRQGDNFEQIILEQIDQAQSTIDLAVQELRLPRIAQALVEKQKTGVRVRLVLENTYNQTIKEAVE......TEK 143
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NTDB id 21844 PCC7120DELTA RS17190 WP 010997238.1 EQARYQEYFKFVDLNQDNQLSPEELNQRDALIILQNAKIPWIDDQADGSAGSKLMHHKFVVVDNRIVIVTSANFT 209
NTDB id 1416 SGL RS14595 WP 010873643.1 DPFRYRGPLAYLDQNQDGRISPAESAERDAIEILRTQKIPLIDDTEDGSKGSGLMHHKFMVLDNKTVIVTSANFT 218
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NTDB id 21844 PCC7120DELTA RS17190 WP 010997238.1 LSDVFGDFSNSSSLGNANNLLHIDSPELAALFTEEFNLMWGDGVGGKPDSKFGLQKPVRSPQKITLGDNSITVHF 284
NTDB id 1416 SGL RS14595 WP 010873643.1 PSDQHGDYDDNFTRGNANNLLVVQSPAVAHLFTEEFNLLWGDGPGAEKDSLFGINKPSRPAKVLKVGETTVTVKF 293
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NTDB id 21844 PCC7120DELTA RS17190 WP 010997238.1 SPTSPTLPWTQSSNGLISETLNLASKSIDMALFVFSEQRLANTLEKRHQQQVSIRALIDKQFAYRYYSEALDMMG 359
NTDB id 1416 SGL RS14595 WP 010873643.1 SPDRRAIPFPNTSNGLIAQYLNQAQQKIQLALFVFSEQALSNVINQRFQAGTEVKALIDRGFAFRYYSEGLDLLG 368
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NTDB id 21844 PCC7120DELTA RS17190 WP 010997238.1 IALSNKCRYEIDNRPWSNPVTTVGVPILREGDLLHHKFSVIDNQTVITGSHNWSDAANYGNDETLIVINNPTIAA 434
NTDB id 1416 SGL RS14595 WP 010873643.1 VTLLEDCLEQPGNSPWALPTEFVGTPALPRGDKLHHKFALVDDDTVITGSHNWSPAANHNNDETVLVLQNAQIAA 443
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NTDB id 21844 PCC7120DELTA RS17190 WP 010997238.1 HYEREFARLYAKAQVGIPAKVQAQIQQEQKQCGQIQTP..TSSELTPTQVVNINTADLAELETLPGVGKKLAQKI 507
NTDB id 1416 SGL RS14595 WP 010873643.1 HYQRELDRLYAVTEYGLPPTVQARIDRQEQECANPRPSPKPLAKATPNRLVNLNRGSQEELESLPGIGPSTAEKI 518
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NTDB id 21844 PCC7120DELTA RS17190 WP 010997238.1 IIARQQQKFVSSQDLDKVPGISPMMIENWEGRIQF 542
NTDB id 1416 SGL RS14595 WP 010873643.1 ISTREQKAFTSLEDLGRVKGIGPSKIEGLRGKVTW 553
consensus ! ! ! ! ! !! *!*!! ! !! !** *

X non conserved

X similar

X ≥ 50% conserved


