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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 218435 B0D95 RS17695 WP 078045130.1 ..MTQKRALIIDDEPDIRELLEITLGRMQIHTDSADSVSSARQMLSNHSYDLCLTDMRLPDGKGLEIVELIQQRYPRLPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 218435 B0D95 RS17695 WP 078045130.1 AVITAHGSVDTAIESMKAGAFDFISKPVNLATLRKLVNTAIESSQLAP...QPLPKLTPIIGESKAIQDLIRSIEKLARS 155
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA...EEAPVDNRLLGESPPMRALRNQIGKLARS 155
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logo QAPVFYVITSGESGTSGKEVLVAHNRSLVIHDERQLSGNPRAISSEGNRPFVIPAI
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QGL IFLQSAAEHSGGSTLFFLDE
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 218435 B0D95 RS17695 WP 078045130.1 QAPVYISGESGSGKELVAHSIHDLGPRASNPFIAVNCGAIPRELMESEFFGHKKGSFTGAHQDKIGLFQAAEGGTLFFDE 235
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
consensus !!!!***!!!!*!!!*!! **!****! * !!***!!!!!!*!!!!!!*!!!!!!!!!!! *!!*!!***! !!*!!*!!
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 218435 B0D95 RS17695 WP 078045130.1 VADLPLDMQVKLLRAIQEKSVRPVGAAEELATDVRILCATHKNLEVEVKEGRFRQDLFYRLNVIQLAVAPLRERREDIRL 315
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANI....SNPFAS 396
NTDB id 218435 B0D95 RS17695 WP 078045130.1 LTQHLLNKLATDIGMPAPRLSIDAQRVLENYHFPGNVRELENILERAFTLCDSNIIEAQDLQLRGQGVNPDSSHEKTYGS 395
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGA...SQ...... 386
consensus !********* * **!* *!* *!* ! ***!!!!!!!!*!**!!!*!!*** !* *! ** ** * ***
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LDDTETEQEV
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 218435 B0D95 RS17695 WP 078045130.1 GTRTSSRSNIVDYPARCAEYSSLDEYLQDVEKEILCHALEQAKWNKTLAAKHLGISFRSLRYRLQKLGLDDE..... 467
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...........EGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
consensus * * * * *** * * !**!!***!******!!* **!!*!*!!**!!**!!!*!!!!*!*!*! *

X non conserved

X similar

X ≥ 50% conserved


