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NTDB id 218433 B0D95 RS15450 WP 078044736.1 MFFNLFKKSDK...PDANTDAK........SDDTQV..........L.........................ATETPEAP 34
NTDB id 1118 NGFG RS11455 WP 003696286.1 .MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEA 79
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NTDB id 218433 B0D95 RS15450 WP 078044736.1 A.........MPAVEVTPAPETGAELPVVAPEAPAKVGFFARIKQGLSRTSSHFAEGLGNLFLGRKTIDDELFEELETQL 105
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGG.GQIGEDLYEELETVL 158
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NTDB id 218433 B0D95 RS15450 WP 078044736.1 LVADVGMDATTEIIDSLTARVARKQLNNVDALYVALREQLTELLRPVEKPLVVDSRHSPYVILVVGVNGVGKTTTIGKLA 185
NTDB id 1118 NGFG RS11455 WP 003696286.1 ITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLA 238
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NTDB id 218433 B0D95 RS15450 WP 078044736.1 KRLQNEGKKVMLAAGDTFRAAAVEQLQVWGERNNVPVIAQHTGADSASVIFDALQAAKARGIDVIIADTAGRLHNKNHLM 265
NTDB id 1118 NGFG RS11455 WP 003696286.1 KYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLM 317
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NTDB id 218433 B0D95 RS15450 WP 078044736.1 DELSKVKRVMAKVDGSAPHEVLLVLDAGTGQNAVNQTETFRDAAGVTGLVLTKLDGTAKGGVIFALSKKFGLPVRFIGVG 345
NTDB id 1118 NGFG RS11455 WP 003696286.1 EEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVG 397
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NTDB id 218433 B0D95 RS15450 WP 078044736.1 EAIDDLQPFAAEPFIKALFNQTDAT 370
NTDB id 1118 NGFG RS11455 WP 003696286.1 EGIDDLRPFDARAFVDALLD..... 417
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