
logo MKQKQETHNEQPTFLFYFWFIDYETFWGAVNTPAKTDRAPCSQFAGVRTDMDFNI IGEKPLVIYCKQLPPNVDYLPASPEAACL ITGITPQEKANQESKQGLAPEPEF IAQR
NTDB id 21839 PBPR RS08605 WP 011218412.1 MKKTNEPTLYWIDYETFGATPATDRACQFAGVRTDMDFNIIGKPLVIYCKPPVDYLPSPEACLITGITPQEAQEKGLPEPEFIAQ 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus ! * !! ** !!!!*! !! !!**!!!!!!!!!!!!!!! !!!!!! *! !!!! !!!*!!!!!!!! !* !!*!!!!!!

logo IHAELSKTPNTCINVI
LGYNNS IVRFDDEVTRYTCLYRNF IYDPYAWGSWQHNGNSRWDLLDI

V
L
MRATCHYALRPEGI

V
E
NWPENNDDEGFLPTSFKLEHLSVA

NTDB id 21839 PBPR RS08605 WP 011218412.1 IHAELSKPNTCVIGYNNVRFDDEVTRYTLYRNFYDPYAWGWQNGNSRWDLLDIMRTCYALRPEGVNWPNNDEGLPSFKLEHLSVA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !!!!!! !!!* *!!! *!!!!!!!!!!*!!!! !!!!! !!*!!!!!!!!!**! !*!!!!!!* !! !!*! *!!!!!!!!!!

logo NGI EHASNAHDAMADVI
YATI ELAKI

K
L
VKATANQPKLFDNYFLFDTLMRHKRKLQTEL IDIVNLQTPLMVHVSGMF

LGRVEGCRGHNYTSWIVP I
MAWHPDTNKQN

NTDB id 21839 PBPR RS08605 WP 011218412.1 NGIEHANAHDAMADVYATIELAKILKTNQPKLFNYLFDLRHKRKLQELIDIVNLTPLVHVSGMFGVGCGNTSWIVPMAWHPDNKN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!! !!!!!!!!! !!!!!!! *! !!!!! ! ! *!!!!!! !!!!!!! !!!*!!!!! ! ** !!!!!!*!!!! ! !

logo AVITVVDNLAGKQDPQTPL ILELDADEQTI
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NTDB id 21839 PBPR RS08605 WP 011218412.1 AVITVNLAQDPTPLIELDADQIRERMYTKRSELKPDELPIPVKLVHLNKCPVLAPAKTLKAEDADRIGIDRAQCLKNLQILKEHP 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!! ! !* !! !!*!!!!* * !*!!* *! !!!!!*!!!!!!!!!!!*!!!!!!! !! ! *!!!!! !!! *!**** !!

logo E I
VREKLVATI

VFASQVEQREFYKNEQENSTDVDSMQLYADGFFSPTASDRASAS IMDE I IRETSTATPEANLAGES ILAKI
L
N
RVAEDKR I EKPLLFRYRARHNFYPHMTLNTDYETEQQRKR

NTDB id 21839 PBPR RS08605 WP 011218412.1 EVREKLVAIFAVQREYKENTDVDSMLYDGFFSTSDRSSIDIIRESTPEALAEIKLNVEDKRIKPLLFRYRARNFPMTLNYEEQQK 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !*!!!!! *! !!* *!!!! !! !!!!* !! **!!! * !! !* * * ! !!!! !!!!!!!!!**!*!! !! *

logo WAKAHHCQRDFYFEQDRNLEPAGYMELNFLEANLVAVHTEHNQASDNEPHKKMAKI LKASLVYDHYI
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NTDB id 21839 PBPR RS08605 WP 011218412.1 WKHHCQDFFQDNLPAYMENFEAVATENQSNEHKMKILKALYDYINNSVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus ! *!! !*! !!**!! ! ! * *!*! **!! !!! *!*!* *

X non conserved

X similar

X ≥ 50% conserved


