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L IQEQALLASENSGK
NTDB id 21836 PCC7120DELTA RS07000 WP 010995202.1 MVKSFSSLFGKSHRGVGVEIAPERVNVVQIRKQRQGLKLESLTSVPVPEGIVADGQITDPPAMAQLIQQALAESK 75
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENG 75
consensus ! !*!!!!* * !!!*!! !!!!!! !* ! ! !! * **!!!! *! ! !*!!*! *!! ! !

logo IKNTVKSQRVATAGVPGMRDEAS I IVR I
M
I
LPVPASELDDEKNELRDMVLNHEAAGLYLPYPREEAVDLVDYQKLGLYFEVDEDGI EKVQRVLLV

NTDB id 21836 PCC7120DELTA RS07000 WP 010995202.1 IKVSRVATGVPGRDSIVRIIPVPSELDDKELRDMVLNHEAGLYLPYPREEADVDYQKLGYFVDEDGIEKVRVLLV 150
NTDB id 1411 SGL RS10685 WP 010872897.1 INTKQVATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLV 150
consensus ! !!!*!! !* !*!**!!! !!!* !!!!!!!!!!!*!!!!!!!!! !*!!!!!! ! !!!!!!!! !!!!

logo ATRKREVTDSTYI
L
D
STFEQQAGLQI

V
D
GVLE INSFAL IRTIRDEQLRQFGPSEREAATVLVDI EFDSTE IA I I IVDNGVPQFSRTVP

NTDB id 21836 PCC7120DELTA RS07000 WP 010995202.1 ATRKEVTDTYISTFEQAGLQIGVLEINSFALIRTIRDQLRQFGPEEATVLVDIEFDSTEIAIIINGVPQFSRTVP 225
NTDB id 1411 SGL RS10685 WP 010872897.1 ATRREVTDSYLDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVP 225
consensus !!!*!!!!*!* !! !!!!!* !!!!!!!!!!!!!!*!!!!!!* !! !!!!!!!!!!!!!!!* !!!!!!!!!!

logo IGTYQMQMNAFLASRAMNSLPPTSRDNMPE I
MLQGLMTVIPVNTQSFVDSTDMKSTGQGMTAETVDNPGMANAGLVLMRI

V
L
MGELTDELRRS IDNFYLNQSE

NTDB id 21836 PCC7120DELTA RS07000 WP 010995202.1 IGTYQMQMAFARAMSLPTSRDMEMLQGLVIPVNSVDSDKTGMTETDPGMAGVLRILGELTDELRRSIDFYLNQSE 300
NTDB id 1411 SGL RS10685 WP 010872897.1 IGTYQMQNALSRAMNLPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSE 300
consensus !!!!!!! ! !!! !!*!! *!*!!!* !!! !* ! ! !!! ***!**!!!!!!!!!!! !!!!!!!
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LLLAGGPGGGLEIQLDHEFYFTQRLS IPTSVKQIDPFI EGASLAS ILDQTVDEQEKNFYPSDS ITEQRPSGSLAGI
TVLGLGI

MREAV
NTDB id 21836 PCC7120DELTA RS07000 WP 010995202.1 NVEIAQILLGGPGGGLEQLHEFFTQRLSIPTSQIDPIGSLSLQVDEEKYPSTQRSGLGIVLGLGMREV 368
NTDB id 1411 SGL RS10685 WP 010872897.1 ELELVQLLLAGPGGGLIQLDEYFTQRLSIPTVKIDPFEALAIDTDQ.NFSDIERPSLATVLGLGIREA 367
consensus *!* !*!!*!!!!!! !!*!*!!!!!!!!! !!! ! * ! * ** !* !* !!!!!*!!
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X ≥ 50% conserved


