
logo MKFKKI I LALACLSSPLYADQDQQLKSE IQRLQHQAEDLQAQLNRLQKQLANHKSSQQKHEQQAATAKPAEPQKSKPTATVKSGAAI EE
NTDB id 1276 LPP RS15290 WP 014844990.1 MKFKKIILALACLSSPLYADQDQQLKSEIQRLQHQAEDLQAQLNRLQKQLANHKSSQQKHEQQAAAKPAEPKSKPTTKSGAAIEE 85
NTDB id 21833 LPL RS14590 WP 011216800.1 MKFKKIILALACLSSPLYADQDQQLKSEIQRLQHQAEDLQAQLNRLQKQLANHKSSQQKHEQQAATKPAEPQSKPTVKSGAAIEE 85
NTDB id 1268 GCO85 RS14915 WP 061636813.1 MKFKKIILALACLSSPLYADQDQQLKSEIQRLQHQAEDLQAQLNRLQKQLANHKSSQQKHEQQAAAKPAEPKSKPTAKSGAAIEE 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!! !!!!!!!!

logo KYHSSKVEVHAPDAHPES I SFYPTAL IADNRVVTYIAGTPVVSSPFLGDRPAFDGSDYIVNI SS INRDVRLMLQQRRRLYRAYQKI
NTDB id 1276 LPP RS15290 WP 014844990.1 KYHSSKVEVHAPDAHPESISFYPTALIADNRVVTYIAGTPVVSSPFLGDRPAFDGSDYIVNISSINRDVRLMQQRRRLYRAYQKI 170
NTDB id 21833 LPL RS14590 WP 011216800.1 KYHSSKVEVHAPDAHPESISFYPTALIADNRVVTYIAGTPVVSSPFLGDRPAFDGSDYIVNISSINRDVRLLQQRRRLYRAYQKI 170
NTDB id 1268 GCO85 RS14915 WP 061636813.1 KYHSSKVEVHAPDAHPESISFYPTALIADNRVVTYIAGTPVVSSPFLGDRPAFDGSDYIVNISSINRDVRLLQQRRRLYRAYQKI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo GYP IPNMPI I SLSGKTEPAATFNNPFRSTNTDGDITLGSSELDI
VAAALNENVEAYIA IAYDESPPAIGPRVNNSAFNLNMGFVNI

NTDB id 1276 LPP RS15290 WP 014844990.1 GYPIPNMPIISLSGKTEPAATFNNPFRSTNTDGDITLGSSELDIAAALNENVEAYIAIAYDESPPAIGPRVNNSAFNLNMGFVNI 255
NTDB id 21833 LPL RS14590 WP 011216800.1 GYPIPNMPIISLSGKTEPAATFNNPFRSTNTDGDITLGSSELDVAAALNENVEAYIAIAYDESPPAIGPRVNNSAFNLNMGFVNI 255
NTDB id 1268 GCO85 RS14915 WP 061636813.1 GYPIPNMPIISLSGKTEPAATFNNPFRSTNTDGDITLGSSELDVAAALNENVEAYIAIAYDESPPAIGPRVNNSAFNLNMGFVNI 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GNLDKSPLYFTAGQVYVPFGRYSSAMVSSAPVTMNLARTKTRPVI FGYKSQAGDTGPFAGAFVYGYRSDTTLGRSGVGGVNLGYI FGFD
NTDB id 1276 LPP RS15290 WP 014844990.1 GNLDKSPLYFTAGQVYVPFGRYSSAMVSAPVTMNLARTKTRPVIFGYKSQADTGPFAAFYGYRSDTTLGRSGVGGVNLGYIFGFD 340
NTDB id 21833 LPL RS14590 WP 011216800.1 GNLDKSPLYFTAGQVYVPFGRYSSAMVSSPVTMNLARTKTRPVIFGYKSQGDTGPFGAVYGYRSDTTLGRSGVGGVNLGYIFGFD 340
NTDB id 1268 GCO85 RS14915 WP 061636813.1 GNLDKSPLYFTAGQVYVPFGRYSSAMVSAPVTMNLARTKTRPVIFGYKSQGDTGPFGAVYGYRSDTTLGRSGVGGVNLGYIFGFD 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NDINGE IGGGF ITSSVADAGGMQSTGSNVGTTFGGFGS ITNGNENVRKTKAADVHGHVGYDRYNLTLEWVGAI
VQSFRPQDLSFNGQ

NTDB id 1276 LPP RS15290 WP 014844990.1 NDINGEIGGGFITSVADAGGMQSTGSNVGTTFGGFGSITNGNENVRKTKAADVHGHVGYDRYNLTLEWVGAVQSFRPQDLSFNGQ 425
NTDB id 21833 LPL RS14590 WP 011216800.1 NDINGEIGGGFISSVADAGGMQSTGSNVGTTFGGFGSITNGNENVRKTKAADVHGHVGYDRYNLTLEWVGAIQSFRPQDLSFNGQ 425
NTDB id 1268 GCO85 RS14915 WP 061636813.1 NDINGEIGGGFISSVADAGGMQSTGSNVGTTFGGFGSITNGNENVRKTKAADVHGHVGYDRYNLTLEWVGAVQSFRPQDLSFNGQ 425
consensus !!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo GARPQAAQAELGMTFMAFNRPAS IGVGYQWTKEALALNLPKRQRYVIGVFNI S IWKDTVES I EYRHDIDYGI
LTQFANGAAPQPGLFVNL

NTDB id 1276 LPP RS15290 WP 014844990.1 GARPQAAQAELGMTFMAFNRPASIGVGYQWTKEALALNLPKQRYIGVFNISIWKDTVESIEYRHDIDYGLTQFANGAAPPGLVNL 510
NTDB id 21833 LPL RS14590 WP 011216800.1 GARPQAAQAELGMTFMAFNRPASIGVGYQWTKEALALNLPKRRYVGVFNISIWKDTVESIEYRHDIDYGITQFANGAAPQGFVNL 510
NTDB id 1268 GCO85 RS14915 WP 061636813.1 GARPQAAQAELGMTFMAFNRPASIGVGYQWTKEALALNLPKQRYIGVFNISIWKDTVESIEYRHDIDYGLTQFANGAAPPGFVNL 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!*!*!!!



logo PTLGTGKSADTVSAQIGVFYF
NTDB id 1276 LPP RS15290 WP 014844990.1 PTLGTGKSADTVSAQIGVFF 530
NTDB id 21833 LPL RS14590 WP 011216800.1 PTLGTGKSADTVSAQIGVYF 530
NTDB id 1268 GCO85 RS14915 WP 061636813.1 PTLGTGKSADTVSAQIGVYF 530
consensus !!!!!!!!!!!!!!!!!!*!
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