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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 218135 BW727 RS09135 WP 062467832.1 MINNVVLTGRLTKDVDLRYTSNGTAVGSFSIAVDRPFKSQSGERETDFINCVIWRKAAENFANFTRKGSLVGIEGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!*!!!*!!!!*!**!!!!**!*!!**!**!!*! !****!*!!*!!!!!!*!!* !!!*!!!**!!!!*!**!!*!!!
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LLEPSKRNSTGTVGTGESQGRPQSRGDEGGTYANESGPQSNFPSAGGSNYNQGNTNQSYNFQGSGNSGNQSQNDQNSGPSYFGSTGNSNPSNQQNNQTEGQRNARSFNPANQADGYNSNFSTQNADEDPF

NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNSGG....GQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDPF 156
NTDB id 218135 BW727 RS09135 WP 062467832.1 NYENQQGQRVYVTEIVVDNFTLLESRSVTEQRPRETNSPSPASNYNQTNNQSNSNNQSSYSNSNNQENSFNDYNSNEDPF 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNF......NSNQSNGSQQSGFTSPQQTGNAPAANNTQADPF 154
consensus !!!!!!!!!!*!!!********!!*** **** ** ** * * ********** ** *** * *******!!!
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NTDB id 113 BSU 40900 NP 391970.1 ANDGKPIDISDDDLPF 172
NTDB id 218135 BW727 RS09135 WP 062467832.1 LSSGKSIDISDDDLPF 176
NTDB id 624 LCA RS00040 WP 011373726.1 ANNGQAIDISDDDLPF 170
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