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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
NTDB id 218106 XPE RS18410 WP 008575092.1 .MNEPKSALVVDDERDIRELLVLTLGRMGLRISTAANLAEARELLANNPYDLCLTDMRLPDGNGIELVTEIAKHYPQTPVAMITA 84
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT..TENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTG 168
NTDB id 218106 XPE RS18410 WP 008575092.1 FGSMDLAVEALKAGAFDFVSKPVDIGVLRGLVKHALELNNRDRPAPPPPPPEQASRLLGDSSAMESLRATIGKVARSQAPVYIVG 169
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAEEA.....PVDNRLLGESPPMRALRNQIGKLARSQAPVYISG 163
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLL 253
NTDB id 218106 XPE RS18410 WP 008575092.1 ESGVGKELVARTIHEQGARAPGPFVPVNCGAIPAELMESEFFGHKKGSFTGAHADKPGLFQAAHGGTLFLDEVAELPLQMQVKLL 254
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLL 248
consensus !!!*!!!*!!***!*** ! **!!***!!!!!!*!!!!!!*!!!!!!!!!!! !!*!!***!*!!*!!!!!*!*!!* !!!!!!

logo RAVIQEKAKS IVRAPVGAGSDQSSQE I
S
V

A
D
LVDFVRVI ILCSASTHQKDLADSADLELVGRSADQGKRFRHQDLFYFYRLIHNVMIDEL IRLVPPLRERRGGEDI

L
V

L
P
Q
LLAAENAHRFI LIAKQKR I

L
C
A
G
H
M

D
E
S

H
T
W

E
G
L
R
TPAIPAKP

NTDB id 1045 H0N27 RS16330 WP 168727019.1 RAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPK 338
NTDB id 218106 XPE RS18410 WP 008575092.1 RAIQEKSVRPVGASSESLVDVRILSATHKDLSDLVSDGRFRHDLYYRINVIELRVPPLRERGGDLPQLAAAIIARLAHSHGRPIP 339
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAA 333
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRA.NISNPFASAAQSIQTTVAAPQAVKKLPSEGLERY 422
NTDB id 218106 XPE RS18410 WP 008575092.1 LLTQSALDALNHYGFPGNVRELENILERALALAEDDQISATDLRLPAHGGHRLAVPNGGAAAE....QREAVVDIDPASAALPSY 420
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQ.........E....GAASLS....EIDNLEDY 401
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NTDB id 218106 XPE RS18410 WP 008575092.1 IEQLERAAIQKALEENRWNKTKTAAQLGITFRALRYKLKKLGMD....... 464
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