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NTDB id 21809 LIN RS07865 WP 010991586.1 MAEQESLALFNDTPEELFMKGTMLSTIFYNAENLFSVVRILVKETNAIWDEKDIIVTGFFPALHEQEVYTFYGKMQEHAKFGQQF 85
NTDB id 355 BSU 27480 NP 390625.1 MQQH...PDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGLQF 82
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NTDB id 21809 LIN RS07865 WP 010991586.1 KADRFRKEMPQSRAGLINYLSGELFKGIGKVTAENIVDTIGDDAITKILSDPSLLNTVPKLPSGTAESLLASLRENQGLEHVMVG 170
NTDB id 355 BSU 27480 NP 390625.1 QAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQGLEQIMIS 167
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NTDB id 21809 LIN RS07865 WP 010991586.1 LNEYGFGPQLSMKIFQVYKQNAIEVLENNPYKLIEDVKGIGFQRADELGRKLGLGGNHPERLRAGILFMLDSVCMQQGHVYMEQE 255
NTDB id 355 BSU 27480 NP 390625.1 LNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETTCLSEGHTYIETE 252
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NTDB id 21809 LIN RS07865 WP 010991586.1 VLLGEVTYLLEES..EGIRIDQAILLQQIEKLAEEQKIITENTRVYMPSLYYSESGFAYHVKRMLKQTEYQEQFPQSEFLLALGE 338
NTDB id 355 BSU 27480 NP 390625.1 QLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGE 337
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NTDB id 21809 LIN RS07865 WP 010991586.1 LEERIGVHYGESQRAALEQALMSPMLVLTGGPGTGKTTVIKGIVELYAELNGVSLDPHAYKDGATFPVLLAAPTGRAAKRMSEST 423
NTDB id 355 BSU 27480 NP 390625.1 LEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKDEAFPIVLAAPTGRAAKRMSEST 422
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NTDB id 21809 LIN RS07865 WP 010991586.1 GLPAMTIHRLLGMNGQEQMDDDAERLIDGRLLIVDEMSMVDIWLANQLFRALPAHMQVVLVGDQDQLPSVGPGQVLKDILQSEQF 508
NTDB id 355 BSU 27480 NP 390625.1 GLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQIIIVGDEDQLPSVGPGQVLRDLLASQVI 507
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NTDB id 21809 LIN RS07865 WP 010991586.1 PTVALSDIYRQKDGSSIIEMAHYIKEGMLPADFAKNSADRSFFHCTVNQIGDVVEQVVKNAKNKGFRAKDIQVLAPMYRGPAGID 593
NTDB id 355 BSU 27480 NP 390625.1 PTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGIN 592
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NTDB id 21809 LIN RS07865 WP 010991586.1 ILNKKLQEIFNPNDTGRRKEVQFGEIKYRVHDKVLQLINQPEKNVFNGDIGEIVSIIYAKENTEKQDLIVVQFDQTEVSYYRQEF 678
NTDB id 355 BSU 27480 NP 390625.1 ELNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDF 676
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NTDB id 21809 LIN RS07865 WP 010991586.1 NQLTHAYCCSIHKAQGSEFPIVIMPIVRSYYRMLRRDLLYTGVTRSKQFLILCGEEEAFRMGVERVDENKRNTTLSERLMSEDVM 763
NTDB id 355 BSU 27480 NP 390625.1 NQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEE 761
consensus !! !!!!!!!!!! !!!!!!!!**!*!* !!!!!!! !!!!**!! ! !!!!!!!!!! !! ! !*!*! !!

logo

L
M
D
E
A
Q
ME
T
L
N
E
K
A
R
I
L
L
Q
K
T
A
E
E
L
N
P
F
I
S
T
E
V
H
IDAPLNIGMEGITPEFDQFMAKEGEQQ

NTDB id 21809 LIN RS07865 WP 010991586.1 LEQMTNKRILTAENITEIDPLIGMEGITPEQFMAG... 798
NTDB id 355 BSU 27480 NP 390625.1 MDA.ELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
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