logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

526
158
268
227
193

SMSK321 RS08825 WP 000282440.1
SP RS09595 WP 000282442.1
KZH43 RS08520 WP 000282467.1
SPD RS09110 WP 000282467.1

SPR RS08685 WP 000282467.1

583 DLJ51 RS09560 WP 002962590.1
409 SMU RS08940 WP 002263454.1
218027 ERICV RS10360 WP 172423267.1
624 LCA RS00040 WP 011373726.1

113 BSU 40900 NP 391970.1

112 BSU 36310 NP 391512.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

526
158
268
227
193

SMSK321 RS08825 WP 000282440.1
SP RS09595 WP 000282442.1
KZH43 RS08520 WP 000282467.1
SPD RS09110 WP 000282467.1

SPR RS08685 WP 000282467.1

583 DLJ51 RS09560 WP 002962590.1
409 SMU RS08940 WP 002263454.1
218027 ERICV RS10360 WP 172423267.1
624 LCA RS00040 WP 011373726.1

113 BSU 40900 NP 391970.1

112 BSU 36310 NP 391512.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

526
158
268
227
193

SMSK321 RS08825 WP 000282440.1
SP RS09595 WP 000282442.1
KZH43 RS08520 WP 000282467.1
SPD RS09110 WP 000282467.1

SPR RS08685 WP 000282467.1

583 DLJ51 RS09560 WP 002962590.1
409 SMU RS08940 WP 002263454.1
218027 ERICV RS10360 WP 172423267.1
624 LCA RS00040 WP 011373726.1

113 BSU 40900 NP 391970.1

112 BSU 36310 NP 391512.2

consensus

RYOLD RLTsa LTt MRt EREADRYL L oo SLasiD

AVNRR KMQNGEREADFVN
AVNRR KBQNGEREADFVN
AVNRR K@QNGEREADFVN
AVNRR KBMQNGEREADFVN
AVNRR KPQNGEREADFVN
AVNRRFKHNQ GER ADFVN

o

N GQUWYVTEVLVENUFQLLESRAQRAMRENN

IGQOpeslY VTE LINNKFQLLESRAQRAMRENN

GLAN: VTEVL{GNFOLLESRAQRAMRENNRIN
NNEERRIPAMNAMADNVRF|NAISKKNNDTLITEDSSN

WNDKSVARET
WNDKSVARET
WINDKSVARIT
WNDKSVARET
WNDKSVARET

* % ok % %

sk 11k | kok

AVNRRFKNIQ GE ADFVN

Kok | kokokok |

ONTHLscFoL E b Retbag

GQUNYVEEVLVpNEF QLLESRAQRAMRENN
GQUNYVTEVLVNEF QLLESRAQRAMRENN
GQEYVTEVLVNEFQLLESRAQRAMRENN
GQUNYVTEVLVNEF QLLESRAQRAMRENN

SQNFNSNQSNGSQ

Dskokok |okokok ||

Bl

VLWGRLAETLASYA
VLWGRLAETLASYA
VLWGRLAETLASYA
VLWGRLAETLASYA
VLWGRLAETLASYA
VEWG LAE L{JSYAEKGSL S DGE RTR]
VLWGRLAET ASY KGSLIS DGELRTHR]

...... QSGFTSPQQTGNAPAANNTQADP

N QRN R VENANAYQ AES VAF|BAPENGGESGSG. . . . . GYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP

kk ok x EIEET:

DOEEE |

QDLADLVLEEEELPF
MNODLADLVLEEEELPF
BQDLADLVLEEEELPF

5k % ok ok ok ok ok ok ok K ok Xk

X non conserved
B similar
i >50% conserved

PEPREKAAD

* ok o ok ok ok ok ok ok ok

131
131
131
131
131
131
131
133
170
172
113

* % ok % ok Xk

116
116
116
116
116
116
116
119
1563
155
113



