
logo

MAMSAM
R
M
S
G
L
VNRKVVI IL IVGNRLTGKNQRDPDELMVRTYTMPSNGADEGAVCATNLIFSTI

L
VAVTNSRESTFWTRNNDQRKAMQSNTGQEQTRRKVREEVKRATDEFWI

HNRCVITVFTLMW
F
Y
G
R
R
K
Q
LAENIVVAAGNEQFYLKRKGGSKQLAVGYI

L
V

NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGE..READFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 217979 B1H58 RS09285 WP 085069673.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKQTGETKEKTEWHRVVLFGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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MLDEGPSGKRAQSNQSEGQNGSGADSGFMGGPSAAGQGAGYMGNEGVGNPASNPNSQYDENQGNSEGSGYWNGQAPSPQAEQATNYFNQGQRGPAGYQQNSDRNQYPFQAKQGNPQSG

NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQ....AESVQFLEPKNGGGSGSG..GYNEGNSGGG..Q......YFGGG.QNDNPFGG 138
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGA........PYEEGYGQSQEA..YQRPAQQSRQPA.S 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGA........PYDEGYGQSQEA..YQRPAQQSRQPA.P 141
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGG.......NQGSGWNQAPAQTNYNQGGY.SDNYAQN 146
NTDB id 217979 B1H58 RS09285 WP 085069673.1 EGSLQTRKWQDQGGQERYTTEVVVN.VGGTMQMLGGRQGGGAG...GAMGGNSNNNGWGQPQ.............QPQGG 143
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQ.............QPAKQ 147
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NTDB id 113 BSU 40900 NP 391970.1 NQNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPRRQPVP.AAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPRRQPVP.AAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 217979 B1H58 RS09285 WP 085069673.1 SQFSGGGQAPARPQQQSAPANNEPPMDFDDDIPF 177
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQP....MQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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