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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 217575 Mag101 RS14510 WP 077406555.1 MASRGVNKVILVGNLGGDPETRYMPSGGAVTNVTVATSETWKDKQSGQQQERTEWHRVVFFNRLAEIAGEYLRKGSKVYL 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGK.DGIERTAYDIVANEM....KMLGGRNENSGG..........APYDEGYGQSQEAYQRPAQQ.SRQPA 140
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGK.DGIERTAYDIVANEM....KMLGGRNENSGG..........APYEEGYGQSQEAYQRPAQQ.SRQPA 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQ.NGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSGWNQAPAQTNY..NQGGYSDNYAQNNNFNG 151
NTDB id 217575 Mag101 RS14510 WP 077406555.1 EGSLRTRKWQDKNSGQDRYTTEIVASEM....QMLDSRGEGGYQQQGQGGGFQQQNQGGGFQQDQSGYQDEFAQGRSAPS 156
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQ.SGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP..AQGGMNVPAQQGSWGQPQQP........AKQHQ 149
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPA....APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPA....APRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GN......ATRPQPAQKPAAQ...AEPPMDNFDDDIPF 180
NTDB id 217575 Mag101 RS14510 WP 077406555.1 PMAPSNQQQGGGQPQNRPAGNQPPAGGFDNSFDDDIPF 194
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PMQQS.....APQQYSQPQYNE.....PPMDFDDDIPF 177
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