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NTDB id 1069 ABD1 RS03060 WP 043960841.1 MQYSMRFWKNKY............FVLIMLCL..G.......................................VISPSVCAQ.. 30
NTDB id 105 BSU 25590 NP 390437.1 .....MNWLNQHKKAIILAASAAVFTAIMIFLATGKNKEPVKQAVPTETENTVVKQEANNDESNETIVIDIKGAVQHPGVYEMRT 80
NTDB id 1127 NGFG RS10560 WP 003703428.1 ..................................................................................... 0
NTDB id 1126 NGFG RS09375 WP 003703428.1 ..................................................................................... 0
NTDB id 1125 NGFG RS07215 WP 003703428.1 ..................................................................................... 0
NTDB id 1108 NGFG RS06525 WP 003703428.1 ..................................................................................... 0
NTDB id 217521 XJ32 RS07315 WP 077388852.1 ..................................................................................... 0
NTDB id 1242 Cj0011c YP 002343483.1 ..................................................................................... 0
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NTDB id 1069 ABD1 RS03060 WP 043960841.1 ..............SFDQNFQEWKVKQQMYDQKLN.ISKSSHSNS...SKISQTKNFNDSTGQIHLNQANVNEFQQLKGIGEKKA 97
NTDB id 105 BSU 25590 NP 390437.1 GDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSVQSDGGKGALVNINTATLEELQGISGVGPSKA 165
NTDB id 1127 NGFG RS10560 WP 003703428.1 .......MSRGGATPY....RFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKA 74
NTDB id 1126 NGFG RS09375 WP 003703428.1 .......MSRGGATPY....RFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKA 74
NTDB id 1125 NGFG RS07215 WP 003703428.1 .......MSRGGATPY....RFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKA 74
NTDB id 1108 NGFG RS06525 WP 003703428.1 .......MSRGGATPY....RFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELEALPGIGPAKA 74
NTDB id 217521 XJ32 RS07315 WP 077388852.1 ...........................................MKRFLLLFVML..SGFLFAAVNINTASQKELMTLNGIGEAKA 40
NTDB id 1242 Cj0011c YP 002343483.1 ...........................................MKKLLFLFFAL..TAFLFGAVNINTATLKELKSLNGIGEAKA 40
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NTDB id 1069 ABD1 RS03060 WP 043960841.1 QAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL.................. 136
NTDB id 105 BSU 25590 NP 390437.1 EAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK................. 205
NTDB id 1127 NGFG RS10560 WP 003703428.1 KAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 KAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 KAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 KAIAEYRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKK 131
NTDB id 217521 XJ32 RS07315 WP 077388852.1 KAIVEYRTKN.RFKKIEDIMQVKGIGQAIFDKIKKDIVVTSQPQTTKK......... 87
NTDB id 1242 Cj0011c YP 002343483.1 KAILEYRKEA.NFTSIDDLKKVKGIGDKLFEKIKNDITIE................. 79
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