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NTDB id 217516 ADP71 RS12530 WP 104932333.1 ...MNDAHRLAYLELALTPYVGPMTLLKILQYLDYPADIWQTPISALSNLAKPKAI.QA....IQQRQGKQALQDALIWE 72
NTDB id 1094 KZH42 RS01320 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1089 NMB RS00600 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1120 NGFG RS10355 WP 020997408.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1122 OK783 RS09595 WP 003705341.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQK..RWPDLNLMF...QLSSVDLEEAGLPSWLAQTIKNFDPDFIKTDLNWL 70
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSK.DTPSNIVQYSTEQLQLLGLTAKQLQAW.SQVDK.....EVDACLTWV 73
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLAT.RLPAQLQSFTPKQWLACGLKPEQLVFLTTQAAK.....QAEQCLQWR 71
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NTDB id 217516 ADP71 RS12530 WP 104932333.1 SEHANNHLLSLLDDDYPLNLAQIDSPPPLLFAKGDLSLLHQPSIAIIGSRHATAQGLQNAHRFAADLSQHNMAIVSGFAA 152
NTDB id 1094 KZH42 RS01320 WP 002224767.1 MRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMAS 156
NTDB id 1089 NMB RS00600 WP 002224767.1 MRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMAS 156
NTDB id 1120 NGFG RS10355 WP 020997408.1 MRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMAS 156
NTDB id 1122 OK783 RS09595 WP 003705341.1 MRDG.CRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMAS 156
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLAL 150
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLAL 153
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLAL 151
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NTDB id 217516 ADP71 RS12530 WP 104932333.1 GIDTAAHQGCIQVNGATIAVLGTGIDRVYPAANRQLAHQICEKGLLLSEFALGTPPVAQNFPRRNRIIAALSQAILVVEA 232
NTDB id 1094 KZH42 RS01320 WP 002224767.1 GIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAEKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVEA 236
NTDB id 1089 NMB RS00600 WP 002224767.1 GIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAEKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVEA 236
NTDB id 1120 NGFG RS10355 WP 020997408.1 GIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAEKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVEA 236
NTDB id 1122 OK783 RS09595 WP 003705341.1 GIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAEKGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVEA 236
NTDB id 1250 GCO85 RS13065 WP 027219989.1 GIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIEA 230
NTDB id 1399 DSB67 RS15600 WP 010645755.1 GIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAENGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVEA 233
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIAQGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVVEA 231
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NTDB id 217516 ADP71 RS12530 WP 104932333.1 AVESGSLITARLGLEMNKEVMAIPGSIHNPHSKGCHALIKQGAKLIESTQDILEECILLPQLHKNTH............. 299
NTDB id 1094 KZH42 RS01320 WP 002224767.1 ALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKRIT 316
NTDB id 1089 NMB RS00600 WP 002224767.1 ALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKRIT 316
NTDB id 1120 NGFG RS10355 WP 020997408.1 ALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTGRR 316
NTDB id 1122 OK783 RS09595 WP 003705341.1 ALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTGRR 316
NTDB id 1250 GCO85 RS13065 WP 027219989.1 AIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQ.....FTSNKPI...... 299
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQSL....DL...... 303
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSLSEQVPYQATL...... 305
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NTDB id 217516 ADP71 RS12530 WP 104932333.1 ..............FEPKANTDNHPNPSPLLQAMGFDPIHPDQLVDKLGSSLTDVYAELLELELQGQIAALTGGRYQRIH 365
NTDB id 1094 KZH42 RS01320 WP 002224767.1 AVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRIR 396
NTDB id 1089 NMB RS00600 WP 002224767.1 AVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRIR 396
NTDB id 1120 NGFG RS10355 WP 020997408.1 TVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRIR 394
NTDB id 1122 OK783 RS09595 WP 003705341.1 AVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRIR 394
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ........FSLASG......K......ENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEY 359
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ........FSAPID......EEELP.FPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKGR 368
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ........FSAVQS......DEELP.FPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIRKGR 370
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NTDB id 217516 ADP71 RS12530 WP 104932333.1 .. 365
NTDB id 1094 KZH42 RS01320 WP 002224767.1 T. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 T. 397
NTDB id 1120 NGFG RS10355 WP 020997408.1 T. 395
NTDB id 1122 OK783 RS09595 WP 003705341.1 T. 395
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ER 361
NTDB id 1399 DSB67 RS15600 WP 010645755.1 G. 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 G. 371
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