
logo

MQMNSDEDLNVI FI
L

Q
S
Y
A
F
V
Y
F
Y
I LS
Q
L
S
N
E
L
P
F
T
W

A
L
A
W
F
L

L
P
V
Y

I
P
V

F
V
A
L

C
V
A
L
T
A
I
V
L
F
L
V

S
GLCIL IVGSFLNVVIYRLTVPERVKGIML

M
N
E
L
Q
R
G
S
D
EWTQRARTVQFQEACAKQAQEMHMLSFLDPNLMEPEPYGKLQETIPDEPTIDPI EPDKSEHGREKRTFLNTI

L
N
M
S
L
T
V
KPDPARSCHTSCQPHQAKCGHKRQSVQTQP

NTDB id 217508 ADP71 RS09490 WP 019957101.1 MMNNL....SLEF.WLPVCLVLGLLVGSFLNVVIYRVPEGLNRSWRTQAKQMLDMPLEPIDEERFNIMTPPSHCPKCKSP 75
NTDB id 1111 NGFG RS09220 WP 003689814.1 .MSDLSV..LSPF.AVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLPLTDDESRTFNLMKPDSCCPKCRVP 76
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQPIIDHERLTLNKPASSCPACQQP 80
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQPIIDHEKLTLSKPASSCPACHQP 80
NTDB id 1170 A1552VC RS11080 WP 000418747.1 .MELFYFY...PWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGITPPEGKLTLSLPRSTCPHCQTP 76
NTDB id 1403 DSB67 RS12675 WP 010643256.1 .MEVFQYY...PWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYKIEPPKETLTLSVPRSSCQQCGTQ 76
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NTDB id 217508 ADP71 RS09490 WP 019957101.1 VKPWQNIPIVSYILLKGQCKHCDQPISKRYPLVELLTGLVFAVCAWKFGVTWTAVGAMLLSAYLIAMIFIDADTQLLPDQ 155
NTDB id 1111 NGFG RS09220 WP 003689814.1 IRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISLTFIDADTQYLPDS 156
NTDB id 1061 ABD1 RS18470 WP 001152280.1 IRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQLLPDR 160
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 IRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQLLPDR 160
NTDB id 1170 A1552VC RS11080 WP 000418747.1 IRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAATFIDFDTLLLPDQ 156
NTDB id 1403 DSB67 RS12675 WP 010643256.1 IRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAATFIDLDTMLLPDQ 156
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NTDB id 217508 ADP71 RS09490 WP 019957101.1 LTLPLMWAGIVFHLLAEVLQGAWGITTLVDSVMGAVVGYMSLWTIFQLFKLVTGKEGMGYGDFKLLAALGAWIGVGMLPI 235
NTDB id 1111 NGFG RS09220 WP 003689814.1 MTLPLIWLGLIFNLDG.......GFVPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWLGISALPV 229
NTDB id 1061 ABD1 RS18470 WP 001152280.1 FTLPLAALGLGINTFNI......Y.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPL 233
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 FTLPLAALGLGINTFNI......Y.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPL 233
NTDB id 1170 A1552VC RS11080 WP 000418747.1 LTLPLLWGGIALALLGF......SPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQQLPV 230
NTDB id 1403 DSB67 RS12675 WP 010643256.1 LTLPLMWTGIALALAGI......SPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQSLPM 230
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NTDB id 217508 ADP71 RS09490 WP 019957101.1 VIVMSSLVGLIFAVIMNV....AKSQPMPFGPYLAISGWLVLIFSHPITQFIQWWLAKSGFVA. 294
NTDB id 1111 NGFG RS09220 WP 003689814.1 LIFVSSLIGLVAAIVMRV....AKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 IVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 IVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1170 A1552VC RS11080 WP 000418747.1 IVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
NTDB id 1403 DSB67 RS12675 WP 010643256.1 IILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
consensus ****!!**!** ****** * * !!!*****!!* **** * * ***

X non conserved

X similar

X ≥ 50% conserved


