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NTDB id 217506 ADP71 RS08405 WP 026353512.1 MNMKHIQATVKLLSGLSL.GLMLQTAWAGNITDIKVTSLTDNKKIVKIKFDSDVTEPKGFVTGTPPTIALDFPNTSLNLS 79
NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTK....LTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMD 76
NTDB id 1092 CAD91899.1 1..2286( ) MNTK....LTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMD 76
NTDB id 1100 NMB RS09455 WP 002225652.1 MNTK....LTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMD 76
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NTDB id 217506 ADP71 RS08405 WP 026353512.1 QTDFAYNDSLLGKILAAETSGRSRLAIDLREGSEYYTERKGDEIWVHISSKSASPKSLTTQSEPAIKTS........... 148
NTDB id 1115 OK783 RS00485 WP 003698035.1 QQVLEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSA...PARPAVKAAPAAPAKQQA.. 151
NTDB id 1092 CAD91899.1 1..2286( ) QQVLEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSA...PARPAVKAAPAAPAKQQAAA 153
NTDB id 1100 NMB RS09455 WP 002225652.1 QQVLEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSA...PARPAVKAAPAAPAKQQAAA 153
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NTDB id 217506 ADP71 RS08405 WP 026353512.1 ...............................SAPIGNAAQ...................LPSN.ENEYAHSGVSIDFKKG 177
NTDB id 1115 OK783 RS00485 WP 003698035.1 ....................AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKD 187
NTDB id 1092 CAD91899.1 1..2286( ) PSTKSAVSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQTA........APAKQQAAAPAKQTNIDFRKD 225
NTDB id 1100 NMB RS09455 WP 002225652.1 PSTKSAVSVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKD 233
consensus *******************************!!!***!*!********* * ***************!!!*!*
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NTDB id 217506 ADP71 RS08405 WP 026353512.1 SASRGEITLNLPNPKTKFDIKRLADRLIVTLPNTSISTAEQKKLDVSTFGTPVRFINLTRNNSQTQLEIITTGGWSYQNK 257
NTDB id 1115 OK783 RS00485 WP 003698035.1 GKNAGIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNK 267
NTDB id 1092 CAD91899.1 1..2286( ) GKNAGIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNK 305
NTDB id 1100 NMB RS09455 WP 002225652.1 GKNAGIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNK 313
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NTDB id 217506 ADP71 RS08405 WP 026353512.1 LE.NGRQVFHIIPQS.NVSQAGLSSKNQKFKGSNVTLDFQNVEVRTILQILAKESGMNIVASDSVQGSMTISLKDVPWDQ 335
NTDB id 1115 OK783 RS00485 WP 003698035.1 SAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVSGKMTLSLKDVPWDQ 347
NTDB id 1092 CAD91899.1 1..2286( ) SAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQ 385
NTDB id 1100 NMB RS09455 WP 002225652.1 SAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQ 393
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NTDB id 217506 ADP71 RS08405 WP 026353512.1 ALQLVLDARDLDKRQNGNIINVAPREELLSKDKRNLTAAKELEELGPLISQSFQLKYKSVEEFRTVLNIPVSGATSTSDR 415
NTDB id 1115 OK783 RS00485 WP 003698035.1 ALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLD..NADTTGNR 425
NTDB id 1092 CAD91899.1 1..2286( ) ALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILALD..NADTTGNR 463
NTDB id 1100 NMB RS09455 WP 002225652.1 ALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLD..NADTTGNR 471
consensus !!*!!**!!*!!*!!*!!!*!*!!!*!!!*!!!**!*!*!****!!*!*!!*!!!!!!*!!!!!**!*** *!**!**!
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NTDB id 217506 ADP71 RS08405 WP 026353512.1 NSILSSRGSALIDPATNTLIINDVISSLRKIQTLIEELDVPSQQVMVEARIVEAGTGFSRELGTRWFGQQTHIGSSGNTA 495
NTDB id 1115 OK783 RS00485 WP 003698035.1 NTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETS. 504
NTDB id 1092 CAD91899.1 1..2286( ) NTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTS. 542
NTDB id 1100 NMB RS09455 WP 002225652.1 NTLISGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTS. 550
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NTDB id 217506 ADP71 RS08405 WP 026353512.1 TGIGAGIVGSAGNSGSNNAWAGPMNFANIPSVNLGASAPTSSIAVVRQTLSGALGLELSASEATNKTKTISSPRVLTQNG 575
NTDB id 1115 OK783 RS00485 WP 003698035.1 .AFGWG.........VNSGFGGGDKWEAQTKINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNR 574
NTDB id 1092 CAD91899.1 1..2286( ) .AFGWG.........VNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKPKTLANPRVLTQNR 612
NTDB id 1100 NMB RS09455 WP 002225652.1 .AFGWG.........VNSGFGGDDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNR 620
consensus **!*! *!****!**********!!***!***!!**!!***!!!!*!!!!!!!***!*!!***!!!!!!!*

logo KKEAEKIKESGTYE IPYFQTEVATTSASIASGNGGNSASTSNTSEFLKEKAVLGLVTVTPRNITPDGNQI IMDTLVDKITNNKDSVPDANQSCCASGRNANQSTEIPLC I STNKSNLNSTTQ
NTDB id 217506 ADP71 RS08405 WP 026353512.1 KKAEIKSGTEIPYQEASSSG...ATSTSFKEAVLGLVVTPRITPDGNIIMDLDITNDSVDNSC..RASEPCISTNNLNST 650
NTDB id 1115 OK783 RS00485 WP 003698035.1 KEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNNTILCISTKSLNTQ 654
NTDB id 1092 CAD91899.1 1..2286( ) KEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQ 692
NTDB id 1100 NMB RS09455 WP 002225652.1 KEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQ 700
consensus !*!*!*!!*!!!****** ****!*!**!*!!!!!*!!!*!!!!!*!!!***!**!!************!!!!**!!**
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NTDB id 217506 ADP71 RS08405 WP 026353512.1 VMVENGGTIIVGGIYRRSNGGVHDKVPLLGDIPVLGNLFKRQTKNDEQRELLIFITPRIMSATGTNLRY. 719
NTDB id 1115 OK783 RS00485 WP 003698035.1 AMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY. 723
NTDB id 1092 CAD91899.1 1..2286( ) AMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY* 761
NTDB id 1100 NMB RS09455 WP 002225652.1 AMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIMGTAGNSLRY. 769
consensus *!!!!!!!*!!!!!!***!!****!!!!!!!!!!*!!!!!***!****!!!!!!!!!!!****!**!!!
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