
logo MKKI L ILATSVCSVLAGLVALTSGACANTKQGTSAVDKDAQITQSDWTSVQEQKLYTAEAQDDELNGSKSNYTRAVKLYDE I LQESRFPNTGSRYHARQQASQLDKTA
NTDB id 217499 ADP71 RS03235 WP 019958661.1 MKKILIASCVALVLTGCANKGTSVDKDAQITQSWTVQQLYTEAQDDLNGKNYTRAVKLYDILQSRFPNGRYAQQAQLDKA 80
NTDB id 1102 NMB RS03635 WP 002244053.1 MKKILLTVSLGLALSACATQGT.VDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTA 79
NTDB id 1106 NGFG RS01495 WP 003687645.1 MKKILLTVSLGLALSACATQGT.ADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTA 79
consensus !!!!!******!*!**!!**!! *!!!!!!!!*!*!**!!*!!!!*!!**!!!!!!!!!*!!*!!!!**!*!*!*!!!*!

logo YAHYYRKDADEPKADKALAEALI EDSRFERKRKLYHPKQHEPNLMDYVAFLYLRGLVALFNEDTQSFVLTNKLASQDWASDRDQPKANREAYGQHAFNATEL IVTQRW
FPDN

NTDB id 217499 ADP71 RS03235 WP 019958661.1 YAHYRDAEPAKALAELDSFEKKYPKHENLDYVFYLRGLVAFNEDTSFVTKLASQDWADRDQKANREAYGHFNTLITRWPD 160
NTDB id 1102 NMB RS03635 WP 002244053.1 YAYYKDDEKDKALAAIDRFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPN 159
NTDB id 1106 NGFG RS01495 WP 003687645.1 YAYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPN 159
consensus !!*!*!*!**!!!!****!****!*!*!*!!**!!!!!!*!!!!*!!**!!!!!!!*!!!*!!!!!!!**!**!**!*!*

logo SKYAPADARTDARMS
VKLVVDAFLAGGNEMAS IVARYYLMNKRGAYVIAAANRAKQNKVI IQGHSYQNTPRFYTVEEASLAI LAEALSAYDKKLGDQKTPRQLSAQADTQRR

NTDB id 217499 ADP71 RS03235 WP 019958661.1 SKYAPDARDRMSKLVVAFAGNEMAIARYYLNRGAYVAAANRAQNVIQHYQNTPFTEEALAILAASYDKLGQTQLSQDTQR 240
NTDB id 1102 NMB RS03635 WP 002244053.1 SKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADTRR 239
NTDB id 1106 NGFG RS01495 WP 003687645.1 SKYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAKKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRR 239
consensus !!!!*!!**!!*!!!*!**!!!!**!!!!**!!!!*!!!!!!***!**!!!!***!!*!!!!***!*!!****!**!!*!

logo VLLESTNFPQKSQPFSLKTEHQAGPWKQRPSNDDI
MPWWRYWKH

NTDB id 217499 ADP71 RS03235 WP 019958661.1 VLLSNFPQSQFS.EGWKSNDIPWWRYWK 267
NTDB id 1102 NMB RS03635 WP 002244053.1 VLETNFPKSPFLKQPWRSDDMPWWRYWH 267
NTDB id 1106 NGFG RS01495 WP 003687645.1 VLETNFPKSPFLTHAWQPDDMPWWRYWH 267
consensus !!**!!!*!*!* *!***!*!!!!!!*

X non conserved

X similar

X ≥ 50% conserved


