
logo MQTQHQPDLQFLEKLEQEEKPQFYI
L
K
LGRTPVNVTVSVI FYHNDPETNLFYTI

V
A
LKVKI

V
S
T
E
KTNSETAS IYEDKAE I

V
S
VVSTGYFPAELQSETDEENTYKTFTYGKS IVKVQTHPKFYGLT

NTDB id 217469 B0X71 RS07395 WP 077588814.1 MTQQPDLFE.QEKQFILGRPVVSIFHNPENLFTIAKVKISKTNTSYEDKEIVVSGYFPELSTDENYKFTGSVKQHPKYGT 79
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 217469 B0X71 RS07395 WP 077588814.1 QFQAEAFSQEVPETEQGIIHYLSSDMFPGIGRKTAETIVKKLGKDTIQKILDDPSVLDVVPKLSDDKKETLQQGLESNLG 159
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !!!!!*! !*! ! !!!*!!!!!*!*!!!*!!!! !!!!!! !*!!! !*!!! !!*!! ! *!! *! * !

logo LEQR I
V
I
MIQSLNEQFWGFGPQLVASMKRIYQAYERESETLEKTI

L
Q
S
E
KNPYQRL IVEKDE I

VEGI
VGFGQKRADELGASRLMGLRSGNSHPDER I

VKAAS I LHYLTLENHTST
NTDB id 217469 B0X71 RS07395 WP 077588814.1 LERVIIQLNEWGFGPQVAMRIYQAYREETLETLSKNPYRLIEEIEGVGFQRADELGARLGLRGSHPDRIKASILHLLNHS 239
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
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NTDB id 217469 B0X71 RS07395 WP 077588814.1 SLSDGHVYAESEWIIPAAKNMLETSQQEPVEIEA..ISKAIIELAEEGRVSGEETRLYMPSLYYSEVGIASKLQQLIESQ 317
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
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NTDB id 217469 B0X71 RS07395 WP 077588814.1 EERDGFPSSEVRMAIGEAEERLGVTYAETQAAAIEKSVNSSVMVLTGGPGTGKTTVVRGLVEVYAELHGLSLDPKEYAKK 397
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYK.K 399
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NTDB id 217469 B0X71 RS07395 WP 077588814.1 KEPFPIILAAPTGRAAKRLNESTGLPAMTIHRLLGFTGQEKEEE.TEREIEGKLIIIDEVSMVDTWLAHQLLKALPDDVQ 476
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
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NTDB id 217469 B0X71 RS07395 WP 077588814.1 LILVGDQDQLPPVGPGQVLRDLLDSKAVPVIELKEIYRQAEGSSIVTLAHQMKQGQFPQDILNKTGDRSFIRAGTEQIPS 556
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
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NTDB id 217469 B0X71 RS07395 WP 077588814.1 VVEAVVKNAITKGHSIRDIQVLAPMYRGPAGIDALNKLIQELVNGNPDGSRKELTFGDITYRIGDKVLQLVNQPESQVFN 636
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILN.PPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
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NTDB id 217469 B0X71 RS07395 WP 077588814.1 GDMGEVIAIFKAKENVEKQDLLVVSFDGIEVTYQRSDLNQLTLAYCCSIHKAQGSEFPIVVMPVVRSYMKMLRRNLLYTG 716
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
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