
logo MLASKMRWDE I
VQRTPDKQDEKVEKQSLATEGQRLGHITPLAVASLLVKMRGFYDTADEKSARSLSFLHYGTKNDADRFHYDPFYELLMKDGMEKEKAAVDRR IKQAI SDQQEKIMI

NTDB id 21703 TRNA RS35790 WP 003183965.1 MLASKMRWDVQTPDKEKVEQLAGRLGITPLAASLLVMRGYDTADKASSFLYGNDARFHDPYLLKDMEKAVRRIKQAISDQEKIMI 85
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQEKIMI 85
consensus !!!!!!!!**! !! *!! ! !*!!!! !!!!! !!*!!!* ! !!* !! !*!!* *! ! ! !!!!!!! !!!!!!

logo YGDYDADGVTSTSTVLMLHQMTLKQKCLSAQAVDFYIPDRFKEGYGPNEAQAFRGS IKERSGFYSL I ITVDTGIAAGVHEAEKVAKELGI
LDLVI ITDHH

NTDB id 21703 TRNA RS35790 WP 003183965.1 YGDYDADGVTSTTVLLQMLKKCSAQADFYIPDRFKEGYGPNEAAFRGIKESGYSLIITVDTGIAGVHEAEVAKELGIDLIITDHH 170
NTDB id 354 BSU 27620 NP 390640.1 YGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKELGLDVIITDHH 170
consensus !!!!!!!!!!!!*!*!* ! !*!!! !!!!!!!!!!!!!!!! !!! !!! !*!!!!!!!!!!!*!!!! !!!!!!*!*!!!!!!

logo EPGPEVLPDAVRYAI IVHPKQPGCGTYPFKELAGVGVAFKLAHALLNGELPDEDELLDLACAIGTIADLVPLHDENRLQIAKTLRGLMEQRFLRKRTKNRLPG
NTDB id 21703 TRNA RS35790 WP 003183965.1 EPGPVLPDAYAIIHPKQPGCGYPFKELAGVGVAFKLAHALNGELPEDLLDLCAIGTIADLVPLHDENRQIAKRGMEQFRKTKRPG 255
NTDB id 354 BSU 27620 NP 390640.1 EPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLIATLGLERLRRTNRLG 255
consensus !!!! !!! !!*!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!**!!!!*!!!!!!!!!!!!!!!! !! !*! !*! !*!
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NTDB id 21703 TRNA RS35790 WP 003183965.1 LKALAKIAGAEIHNADEETIGFQIAPRLNAVGRIEQADPAVYLLNTEDEREAEELAEDINALNKERQKIVNQMTEEAVQMIEEEG 340
NTDB id 354 BSU 27620 NP 390640.1 LKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKERQKMVSKMTDEAIEMVEQQG 340
consensus !! ! !* !**!* ! !!!*!!!*!!!!!!!!!!!!!!!!!*!! *!! !!!!!! *! !!!!!!!*! !!*!!* !*! !

logo LDQPTAVIVVAKRAPGWNPGVVGIVASKLVDERFYRPAIVLGI
VDEEKGIAKGSARS IKRGFDNLFEQNSLSECRDI LPHFGGHPMAAGMTLKNALE

NTDB id 21703 TRNA RS35790 WP 003183965.1 LDQPVIVVARPGWNPGVVGIVASKLVERFYRPAIVLGVDEEKGIAKGSARSIKGFDLFQNLSECRDILPHFGGHPMAAGMTLNLE 425
NTDB id 354 BSU 27620 NP 390640.1 LDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLFESLSECRDILPHFGGHPMAAGMTLKAE 425
consensus !!!* !!!!**!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!*!! !! !!!!!!!!!!!!!!!!!!!!!! !
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NTDB id 21703 TRNA RS35790 WP 003183965.1 DVSALRERINRQAEAVLTEADFIPVQDVDLCCRLEDISVDSIAEMNLLAPFGTGNPKPFVLVSDVKIDDARKIGANKNHLKLVLA 510
NTDB id 354 BSU 27620 NP 390640.1 DVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGMLNPKPHVLVENAVLEDVRKIGANKTHVKMTIR 510
consensus !!* !! !*! !* !!! !!!!!!*!!!*! *!!!*!*!!!!!!*! !!! !!!!*!!! **! !!!!!!! !*!* *
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NTDB id 21703 TRNA RS35790 WP 003183965.1 DDGNKLDCIGFYKGDIEEGIVPGAKISIVGELSINEWNNRKKPQLMIKDAAVNEWQLFDLRGKRSWEEKILKLDPAKRACICFRE 595
NTDB id 354 BSU 27620 NP 390640.1 NESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIKDAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKE 595
consensus * !!!*!! !!** !!!!!! *!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!*!!* * !**!!!!***!*!
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NTDB id 21703 TRNA RS35790 WP 003183965.1 ETKAKLAGTGLEEELTVISGPEDAERLDLESRYAVFIDIPQSLDIFDHVINGKKLERIYLIFYQSDEHFFSTFPTREYFKWYYAF 680
NTDB id 354 BSU 27620 NP 390640.1 DSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSLDMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAF 680
consensus ** ! ! !**!!! ** ! !!* ! ! *!*!*!!!* *** !! *!!!! !! ****!! !!!! !**!!!!!!!

logo LLKRGASFDLVKPKHYGGSELAKRHKGWSTKVDETIDNFMTKVFFDELGFVKTI ENGVLSVVSYGHAEKKRDLTDSEQTYQRAEKQQRL IMELDEQKL INYSSADEEL
NTDB id 21703 TRNA RS35790 WP 003183965.1 LLKRGSFDLPKYGGELARHKGWTKDTIDFMTKVFFELGFVTIENGVLSVVYHAEKRDLTDSETYREKQRLIELEQKLIYSSADEL 765
NTDB id 354 BSU 27620 NP 390640.1 LLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLGFVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEEL 765
consensus !!!!! !!**!*! !!!*!!!!* *!! !!!!!!!*!!!! !!!!!!!!! *! !!!!!!! !! !! !*!!*!!! !!!!*!!

logo KEQWLDNKLRMAKEQDKASEGAYEKSVTRRT
NTDB id 21703 TRNA RS35790 WP 003183965.1 KQWLDKRMAEKAGAYKV.... 782
NTDB id 354 BSU 27620 NP 390640.1 KEWLNKLMKQDSEAYESTRRT 786
consensus ! !! ! ! !! ****
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