
logo MERI SWDNQYFMAQSHLLALRSTCPTRLASVGATIVRDKR I
MIAGGYNGS IAGGVHCADEGCLYMI

VDDGHCAIRTIHAEMNAI LQCASKFGVP
NTDB id 21701 TRNA RS35125 WP 003183690.1 MERISWDQYFMAQSHLLALRSTCTRLAVGATIVRDKRIIAGGYNGSIAGGVHCADEGCYMVDGHCIRTIHAEMNAILQCAKFGVP 85
NTDB id 106 BSU 25580 NP 390436.1 MERISWNQYFMAQSHLLALRSTCPRLSVGATIVRDKRMIAGGYNGSIAGGVHCADEGCLMIDDHCARTIHAEMNAILQCSKFGVP 85
consensus !!!!!! !!!!!!!!!!!!!!!!*!! !!!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !*! !! !!!!!!!!!!!!! !!!!!

logo TDEGAE IYVTHFYPC IQCCKS I IQAGIKTI
VYYAEKDYKNTHPYAQVELFDEQAGSVKTVEQVELDEMI IVDLKNQREKLASFVADGL IGKKQLADAKGLAE

NTDB id 21701 TRNA RS35125 WP 003183690.1 TEGAEIYVTHFPCIQCCKSIIQAGIKTIYYAKDYKNHPYAVELFDQASVKVEQVELDEMIIDLKNQEKLAFVADLIKQLADKGLE 170
NTDB id 106 BSU 25580 NP 390436.1 TDGAEIYVTHYPCIQCCKSIIQAGIKTVYYAEDYKTHPYAQELFEQAGVTVEQVELDEMIVDLKNREKLSFVAGLIGKLADAGLA 170
consensus !*!!!!!!!!*!!!!!!!!!!!!!!!!*!!! !!! !!!! !!!*!! ! !!!!!!!!!!*!!!! !!! !!! !! !!! !!

logo EEE I
L
K
RKIHEEQANKTLFTSYV

NTDB id 21701 TRNA RS35125 WP 003183690.1 EEEIRKIHEEANKLFTSYV 189
NTDB id 106 BSU 25580 NP 390436.1 EEELKKIHEQANTLFTSYV 189
consensus !!!**!!!! !! !!!!!!
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