
logo MCTRKQQGFTLTELL IVMAVIAAI
VMAMTIALPNMSGQWIASRR IASHAEQR I

VANLLRFSRGEAVRLNLPVYICPVQVKKDGATPVNNKRCDFS
NTDB id 21645 NMA RS05540 WP 010981159.1 MCTRKQQGFTLTELLIVMVIAAVMAMIALPNMSQWIASRRIASHAERIANLLRFSRGEAVRLNLPVYICPVQVKKDGTVNNKCDS 85
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPNNRCDF 85
consensus !!!!!!!!!!!!!!!!!! !!!*!! !!!!!!! !!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!*!!

logo

G
SKKGQRGMLAFGDKNGNKATYDGNDATAVDVFLRSVVLNDTDDSR INYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLTKPDGQHNLKTDSKNSKSFFV

NTDB id 21645 NMA RS05540 WP 010981159.1 GKKGQGMLAFGDKNGNKTYDGDAADVFLRSVVLNDTDDSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYTKGQHLTSKSSFF 170
NTDB id 1136 NGFG RS02420 WP 003687912.1 SKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLNDTDDSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLPDQNLKDNSKFV 170
consensus !!! !!!!!!!!!!!! !! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! * !*! ! !

logo YSDGYIQIVLTDARAVSDADKKFRSAVVL INSSGRVEVCPRKRNDRTRATVCKQHYK
NTDB id 21645 NMA RS05540 WP 010981159.1 YSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCPRNDRRTVCQYK 221
NTDB id 1136 NGFG RS02420 WP 003687912.1 YSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH. 220
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!! ! !! **
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