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NTDB id 588 KW2 RS10845 WP 051303741.1 MSKALSLVIIHGRKCQK MKAFTL EML VLI\IIS L LLFVPNLMK KNV IQYGIRAAVVKVVESQA LY|3L
NTDB id 460 GPW51 RS00790 WP 011921720.1 ........... JOCLNWIKVK FTLVEMLVVLEIIS L LLFVPNL E]QK A KGAAVVKVVESQELYL g
NTDB id 272 KZH43 RS09255 WP 000738626.1  ....... ILKKAKVKAFTLVEMLVVLLIISVLIJLLFVPNLTKQKEAV DKGKAAVVKVVESQAELYSL
NTDB id 231 SPD RS09885 WP 000738626.1 ....... IILKKAKVKAFTLVEMLVVLLIISVLILLFVPNLTKQKEAV DKGKAAVVKVVESQAELYSL
NTDB id 197 SPR RS09420 WP 000738626.1 ....... IILKKAKVKAFTLVEMLVVLLIISVLIQLLFVPNLTKQKEAV DKGKAAVVKVVESQAELYSL
NTDB id 162 SP RS10370 WP 000738627.1 ....... IILKKAKVKAFTLVEMLVVLLIISVLIJLLFVPNLTKQKEAV DKGKAAVVKVVESQAELYSL
NTDB id 530 SMSK321 RS09230 WP 000738643.1  ....... IILKKAKVKAFTLVEMLVVLLIISVL LLFVPNLTKQKEAV DKGKAAVVKVVESQAELYSL
NTDB id 216351 BWR56 RS08865 WP 000735800.1 ....... NLKKAKVKAFTLVEMLVVLLIISVL LLFVPNLTKQK AVEDKGKAAVVKVVESQAELYSL
NTDB id 502 SM12261 RS00955 WP 000738641.1  ....... IILKKAKVKAFTLVEMLVVLLIISVL LLFVPNLTKQKEAV DKGKAAVVKVVESQAELYSL
NTDB id 431 SGO RS09410 WP 012130940.1 . .......... IWMLKKI® VKAFTLVEMLVVLLIISVL
NTDB id 396 FSA28 RS09395 WP 002263437.1 ........... I9¢ K 8]V AFTL EMLVVLLIIS L
NTDB id 387 SMU RS09025 WP 002263437.1 ........... I8¢ K 8]V AFTL EMLVVLLIIS L
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NTDB id 588 KW2 RS10845 WP 051303741.1 PNISSIEIRL GIT KVTD-YDQlKNEﬂNFDD 116
NTDB id 460 GPW51 RS00790 WP 011921720.1 93
NTDB id 272 KZH43 RS09255 WP 000738626.1 ASLIMKLQADGRITEEQAKAYK IKVND 108
NTDB id 231 SPD RS09885 WP 000738626.1 ASLIKLQADGRITEEQAKAYK IMKMIND 108
NTDB id 197 SPR RS09420 WP 000738626.1 ASLIKLQADGRITEEQAKAYK IKVND 108
NTDB id 162 SP RS10370 WP 000738627.1 ASLIKLQADGRITEEQAKAYK IWKVND 108
NTDB id 530 SMSK321 RS09230 WP 000738643.1 ASLSKLQADGRITEEQAKAY IWKVND 108
NTDB id 216351 BWR56 RS08865 WP 000735800.1 ASLSKLQADGRITEQAKAYK TVAD. 107
NTDB id 502 SM12261 RS00955 WP 000738641.1 ASLSKLQADGRITEEQAKAYK TVAD 107
NTDB id 431 SGO RS09410 WP 012130940.1 A LSKLWYARGNI IQA YGNSETQA 105
NTDB id 396 FSA28 RS09395 WP 002263437.1 A LSKL\YASGINIT EQAN YK YAHPSKT 104
NTDB id 387 SMU RS09025 WP 002263437.1 A LSKLWYASIGIIT EQAN YK YAHPSKT 104
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