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MIDMYFFLVGSILASFLGLVIDRFPEQSIIS|JJASHCDSCQTRLRPLDLIPILSQVFN FRCRYCKINYYPVWYALIBELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTELRPLDLIPILSQVFNRFRCRYCKVRYPVWYALFELELG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVEFNRFE®CRYCKVRYPVWYALFELGLG
MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFMCRYCKVRYPVWYALFELGLG

MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFCRYCKVRYPVWYALFELGLG
MIDMYFFLVGSILASFLGLVIDRFPEQSIIfgY SHCDSCQTRLRPLDLIPILSQVINRFRCRYCK RYPJJWYALFELGLG

MI MYFFLVGSILASFLGLVIDRFPEQSII[A)¥ASHCDSCRITIELRPLDLIPILSQVFNRFRCRYCKVRYPVWYAJFELGLG
Pl DL ke L b DLt b b bbb bbb 1

TR T s DR G

LLFLLYSWG LSLGQV LITAGLTLGIYDF HQEYPLLVWMTFNLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
LLFLLYSWINRLSILSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
EL S
EL S

LLFLLYSWSRLSILNQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILTIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
LLFLLYSWINRLSLEQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL
LLFLJl SWG SLGQVILITAGLTLGIYDFRHQEYPLLVWHMTFHLIL ABJ¥GWEJL M [FL LGI AHFIDIRMGAGDFL
LLFLEA Si#G LSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AIJ®OGWSJL M WFL LGI AHFIDIRMGAGDFL

R ORGP

FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLY 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV 219
FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLY 219

. 218
219

X non conserved
B similar
Bl >50% conserved

160
160
160
160
160
160
160



