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NTDB id 615 LCA RS02545 WP 011374200.1 .MGQQVIACGRQFTAAQLADTQN.....NNYSLPQIKRRPA.FLRVKHRLVCQRCQQVV.PPQTCLPDGRHYCAQCLLFG 72
NTDB id 593 KW2 RS05130 WP 021037147.1 MNLILENLLGHLLLEKDISAFNNFTDQVNNENKL..IKIGAMTSVNANKVRCNRCGTIHIKTNVKLPIGAFFCPTCLELG 78
NTDB id 216290 BWR56 RS00175 WP 061421558.1 .MKVNPNYLGRLFTEKELTEE.........ERQVA.VRLPA.MRKEKGKLFCQRCNSSI.LEEWYLPIGAYYCRECLLMK 67
NTDB id 277 KZH43 RS10090 WP 000867601.1 .MKVNLDYLGRLFTENELTEE.........ERQLA.EKLPA.MRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMK 67
NTDB id 236 SPD RS10765 WP 000867601.1 .MKVNLDYLGRLFTENELTEE.........ERQLA.EKLPA.MRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMK 67
NTDB id 202 SPR RS10250 WP 000867601.1 .MKVNLDYLGRLFTENELTEE.........ERQLA.EKLPA.MRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMK 67
NTDB id 167 SP RS11275 WP 000867616.1 .MKVNLDYLGRLFTENELTEE.........ERQLA.EKLPA.MRKEKGKLFCQRCNSTI.LEEWYLPIGAYYCRECLLMK 67
NTDB id 507 SM12261 RS09240 WP 000867722.1 .MKVNPNYLGRLFTENELTEE.........ERQLA.EKLPA.MRKEKGKLFCQRCNSTI.LEEWYLPIGTYYCRECLLMK 67
NTDB id 535 SMSK321 RS10515 WP 000867726.1 .MKVNPNYLGRLFTENELTKE.........ERQLA.EKLPA.MRKEKGKLFCQRCDSAI.LDEWYLPIGAYYCRECLLMK 67
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NTDB id 615 LCA RS02545 WP 011374200.1 RLVEGDWLYTVPECHLFENNIPKLTWEGQLTPHQEKAAQAVVEVVQTQKRHVLTAVTGAGKTEMLFQGILVALQKGQRVC 152
NTDB id 593 KW2 RS05130 WP 021037147.1 RVRSDEYFYHLPQQDFPEKT..YLRWTGKLTENQEKISDALCQQITNNQKLLVQAVTGAGKTEMIYQLIEQILSHGGSVG 156
NTDB id 216290 BWR56 RS00175 WP 061421558.1 RVRSDQALYYFPQEDFPKQD..VLKWCGQLTYFQEKVSEGLIRAVEKKEPTLVHAVTGAGKTEMIYQVVAKVIDDGGAVC 145
NTDB id 277 KZH43 RS10090 WP 000867601.1 RVRSDQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVC 145
NTDB id 236 SPD RS10765 WP 000867601.1 RVRSDQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVC 145
NTDB id 202 SPR RS10250 WP 000867601.1 RVRSDQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVC 145
NTDB id 167 SP RS11275 WP 000867616.1 RVRSDQTLYYFPQEDFPKQD..VLKWRGQLTPFQEKVSEGLLQVVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVC 145
NTDB id 507 SM12261 RS09240 WP 000867722.1 RVRSDQSLYYFPQEDFPKQD..VLKWRGQLTPFQDKVSQGLLQAVDKQEPSLVHAVTGAGKTEMIYQVVAKVINAGGAVC 145
NTDB id 535 SMSK321 RS10515 WP 000867726.1 RVRSDQVLYYFPQEDFAKQD..ILKWRGQLTPFQEKVSEGLIQAVDKQEPILVHAVTGAGKTEMIYQVVAKVINAGGAVC 145
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NTDB id 615 LCA RS02545 WP 011374200.1 LAAPRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTTHQLLKFYHAFDTVIVDEVDAFPFVDNPVLATAVE 232
NTDB id 593 KW2 RS05130 WP 021037147.1 LASPRIDVCIELHQRLSRDFTCQI.PLLYHE.GDSYFRSPLVVMTSHQLLRFKEAFDLLIIDEVDAFPFRDNDMLYFALE 234
NTDB id 216290 BWR56 RS00175 WP 061421558.1 LASPRIDVCLELYKRLQNDFACEI.ALLHGE.SEPYFRTPLVVATTHQLLKFYHAFDLLIVDEVDAFPYVDNTMLYYAVK 223
NTDB id 277 KZH43 RS10090 WP 000867601.1 LASPRIDVCLELYKRLQQDFSCGI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVK 223
NTDB id 236 SPD RS10765 WP 000867601.1 LASPRIDVCLELYKRLQQDFSCGI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVK 223
NTDB id 202 SPR RS10250 WP 000867601.1 LASPRIDVCLELYKRLQQDFSCGI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVK 223
NTDB id 167 SP RS11275 WP 000867616.1 LASPRIDVCLELYKRLQQDFSCGI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVK 223
NTDB id 507 SM12261 RS09240 WP 000867722.1 LASPRIDVCLELYKRLQKDFACEI.ALLHGE.SEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVK 223
NTDB id 535 SMSK321 RS10515 WP 000867726.1 LASPRIDVCLELYKRLQDDFACEI.SLLYGE.SEPYFRTPLVVSTTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVK 223
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NTDB id 615 LCA RS02545 WP 011374200.1 QACKPQCALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEPQRHVAFNWRAQLKKGRLPKRLERDCQTYLKT... 309
NTDB id 593 KW2 RS05130 WP 021037147.1 NAKKINGTLLYLTATSTDKLDKQIKKHEIKRLFLPRRFHGHPLVIPMFFWKKTFYKK.................FIEQRK 297
NTDB id 216290 BWR56 RS00175 WP 061421558.1 NSVKEDGLRIFLTATSTDELDRKVRTGELKRLSLPRRFHGNPLIIPKPVWLSDFNRCLEKSQLSTK....LKTYIEKQRR 299
NTDB id 277 KZH43 RS10090 WP 000867601.1 NSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPK....LKSYIEKQRK 299
NTDB id 236 SPD RS10765 WP 000867601.1 NSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPK....LKSYIEKQRK 299
NTDB id 202 SPR RS10250 WP 000867601.1 NSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPK....LKSYIEKQRK 299
NTDB id 167 SP RS11275 WP 000867616.1 NSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIPKPIWLSDFNRYLDKNRLSPK....LKSYIEKQRK 299
NTDB id 507 SM12261 RS09240 WP 000867722.1 NSVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNHCLEKSRLSPK....LKSYIEKQRK 299
NTDB id 535 SMSK321 RS10515 WP 000867726.1 NSVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIPKPVWLSDFNRYLEKKCLSPK....LKSYIEKQRK 299
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NTDB id 615 LCA RS02545 WP 011374200.1 ..QQILLFVPQVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFRAQQIQLMVTTTILERGVTFKNVAVLVLGAEH 387
NTDB id 593 KW2 RS05130 WP 021037147.1 TGFPLLIFVAEIDFGQDFAKNLQEKFPKEKMAFVASTTKSRKTIVEAFRKKQVSILITTSILERGVTFSSIDVFVINSEH 377
NTDB id 216290 BWR56 RS00175 WP 061421558.1 TGYPLLIFASEIKKGEGLKEILNVHFPNESIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANH 379
NTDB id 277 KZH43 RS10090 WP 000867601.1 TAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANH 379
NTDB id 236 SPD RS10765 WP 000867601.1 TAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANH 379
NTDB id 202 SPR RS10250 WP 000867601.1 TAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANH 379
NTDB id 167 SP RS11275 WP 000867616.1 TAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANH 379
NTDB id 507 SM12261 RS09240 WP 000867722.1 TGYPLLIFASEIKKGEQLKEIIQEQFPNEKIGFVSSITENRLEQVQAFRDRELTILISTTILERGVTFPCVDVFVVEANH 379
NTDB id 535 SMSK321 RS10515 WP 000867726.1 TGYPLLIFASEIKKGEQLKEILQKEFPHEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANH 379
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NTDB id 615 LCA RS02545 WP 011374200.1 MVFNEAVLVQIAGRAGRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQRGRRLQSTV 445
NTDB id 593 KW2 RS05130 WP 021037147.1 PNFTKSALIQMAGRVGRDSKRPTGLVSFFHSGKSLAMCQAQKEIKKMNRLGGF..... 430
NTDB id 216290 BWR56 RS00175 WP 061421558.1 RLFTKSSLIQIGGRVGRSMDRPTGELLFFHDGLNASIKKAIKEIKQMNKEAGL..... 432
NTDB id 277 KZH43 RS10090 WP 000867601.1 RLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 236 SPD RS10765 WP 000867601.1 RLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 202 SPR RS10250 WP 000867601.1 RLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 167 SP RS11275 WP 000867616.1 RLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNKEAGL..... 432
NTDB id 507 SM12261 RS09240 WP 000867722.1 RLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL..... 432
NTDB id 535 SMSK321 RS10515 WP 000867726.1 RLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNKEAGL..... 432
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