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NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFS..NNGKTTVSNVIYDTKSNTTKAVKNVKNTVVSVINY 78
NTDB id 216239 BZG42 RS09910 WP 155995916.1 ........MKKYLKFTILFAVGLFGGLVGSFMTASFFQPQAQQQANSTITNVSKVQYNNETSTTKAVEKVQNAVVSVINY 72
NTDB id 425 SGO RS10525 WP 012131081.1 .MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITY 79
NTDB id 256 KZH43 RS10270 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 215 SPD RS10945 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 181 SPR RS10425 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 145 SP RS11450 WP 000681597.1 .MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 539 SM12261 RS09395 WP 000681587.1 .MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTES.TSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
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NTDB id 381 SMU RS09890 WP 002262650.1 QKTDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTYSDL 158
NTDB id 216239 BZG42 RS09910 WP 155995916.1 QKSANNSLRSIFGN..IDTP.DEPVVAGEGSGVIYKKDDKYAYVVTNTHVINNAEKIDILLTSGEKVRGELVGSDTYSDI 149
NTDB id 425 SGO RS10525 WP 012131081.1 SESNSD...AIFDN..NNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTYSDI 154
NTDB id 256 KZH43 RS10270 WP 000681597.1 SANRQN...SVFGN..DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 215 SPD RS10945 WP 000681597.1 SANRQN...SVFGN..DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 181 SPR RS10425 WP 000681597.1 SANRQN...SVFGN..DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 145 SP RS11450 WP 000681597.1 SANRQN...SVFGN..DDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
NTDB id 539 SM12261 RS09395 WP 000681587.1 SANRQN...SVFGN..DDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTFSDI 153
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NTDB id 381 SMU RS09890 WP 002262650.1 AVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPGN 238
NTDB id 216239 BZG42 RS09910 WP 155995916.1 AVIRIPADKVTTVAEFANSNTIKVGEPAIAIGSPLGSVYANTVTQGIISSLSRTITSQSEDGQTISTNAIQTDAAINPGN 229
NTDB id 425 SGO RS10525 WP 012131081.1 SVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINPGN 234
NTDB id 256 KZH43 RS10270 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 215 SPD RS10945 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 181 SPR RS10425 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 145 SP RS11450 WP 000681597.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
NTDB id 539 SM12261 RS09395 WP 000681587.1 AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN 233
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logo SGGAPLVINIKQGQVVIG INTSSKKI SANSTTSNNSRNSGSGVTAS IVEGMLGFAIPSANDVAVIASNI INEQI
LEEKNGEKVVITRPALGFI SQLMAVNLTSDESNAILVNSSTGSGQSDLRSI EDRKTRAL

NTDB id 381 SMU RS09890 WP 002262650.1 SGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGRDTL 318
NTDB id 216239 BZG42 RS09910 WP 155995916.1 SGGPLINIKGQVVGINSSKKSTS...RSGVAIEGMGFAIPANDVVAIINQIEKNGKVIRPALGFQLVNLTDLSTGQLEKA 306
NTDB id 425 SGO RS10525 WP 012131081.1 SGGPLVNIQGQVIGITSSKIANTN..NGSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSSDRL 312
NTDB id 256 KZH43 RS10270 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL 309
NTDB id 215 SPD RS10945 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL 309
NTDB id 181 SPR RS10425 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL 309
NTDB id 145 SP RS11450 WP 000681597.1 SGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL 309
NTDB id 539 SM12261 RS09395 WP 000681587.1 SGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDIRRL 309
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NTDB id 381 SMU RS09890 WP 002262650.1 KIPS.DVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTS 397
NTDB id 216239 BZG42 RS09910 WP 155995916.1 GLSDTKLTSGVVVVSTQKGLPADGKLETFDVITEINGEAVQNKSDLQSILYKHKIGDTIKVTYYRNNKKQTVDIKLTHST 386
NTDB id 425 SGO RS10525 WP 012131081.1 KLPD.NVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKST 391
NTDB id 256 KZH43 RS10270 WP 000681597.1 NIPS.NVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSS 388
NTDB id 215 SPD RS10945 WP 000681597.1 NIPS.NVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSS 388
NTDB id 181 SPR RS10425 WP 000681597.1 NIPS.NVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSS 388
NTDB id 145 SP RS11450 WP 000681597.1 NIPS.NVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSS 388
NTDB id 539 SM12261 RS09395 WP 000681587.1 NIPS.NVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSS 388
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NTDB id 381 SMU RS09890 WP 002262650.1 QDLNH. 402
NTDB id 216239 BZG42 RS09910 WP 155995916.1 DQLSQ. 391
NTDB id 425 SGO RS10525 WP 012131081.1 DDLSSE 397
NTDB id 256 KZH43 RS10270 WP 000681597.1 GDLES. 393
NTDB id 215 SPD RS10945 WP 000681597.1 GDLES. 393
NTDB id 181 SPR RS10425 WP 000681597.1 GDLES. 393
NTDB id 145 SP RS11450 WP 000681597.1 GDLES. 393
NTDB id 539 SM12261 RS09395 WP 000681587.1 GDLES. 393
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