
logo MKKTTKLFALAGVTLLSAVASAVLASACGSKKQSGNATAKQDELSFPASEVKQDEGTAVADAQLKVYAVWVSAPTTSSTGLL IDELTESNTTDST
NTDB id 216233 BZG42 RS08150 WP 155995782.1 MKKTTKLFALAGVTLLSVAALSACGSKKSNTAKQDLSFPSEVKQEGTAVADAQLKVAVVSATTSTGLLIDELTSNTTDST 80
NTDB id 463 GPW51 RS08685 WP 012775331.1 MKKTTKLFALAGVTLLSASVLAACGSKQSGAAKQELSFPAEVKQDGTAVADAQLKYAWVSPTTSSGLLIDELTENTTDST 80
consensus !!!!!!!!!!!!!!!!! ! !!!!! ! !!!*!!!! !!!!*!!!!!!!!!! ! !!*!!!*!!!!!!!! !!!!!!

logo FGGMVDI SMFGYDGDERKLDDSGLAKAEFDVEKGKKI
V
K
T
I
VSLTGKDYKWSDGEQPSFTINDYI FTIKASMASKDYTGI

VRFDDKFLN
NTDB id 216233 BZG42 RS08150 WP 155995782.1 FGGMVDISMFGYDGDRKLDDSGLAKAEFDVEGKKVKISLTGKDYKWSDGQPFTINDYIFTIKAMASKDYTGVRFDDKFLN 160
NTDB id 463 GPW51 RS08685 WP 012775331.1 FGGMVDISMFGYDGERKLDDSGLAKAEFDVKGKKITVSLTGKDYKWSDGESFTINDYIFTIKSMASKDYTGIRFDDKFLN 160
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!! !!!* *!!!!!!!!!!!! *!!!!!!!!!!! !!!!!!!!*!!!!!!!!

logo I EVGMEQDEFVADGKASDI SG IKKI
VDDYTVELSTVKEMSPSMMYAGGDKLVPASYIQPEHIYKDIPVAKDWEKSSEYSRTAKI

LVGMGPWK
NTDB id 216233 BZG42 RS08150 WP 155995782.1 IVGMEDFVAGKASDISGIKKIDDYTVELSVKEMSPSMMYAGGKLPSYIQPEHIYKDIPVKDWESSEYSRTAKIVGMGPWK 240
NTDB id 463 GPW51 RS08685 WP 012775331.1 IEGMQEFVDGKASDISGIKKVDDYTVELTVKEMSPSMMYAGGDVPAYIQPEHIYKDIPVADWEKSEYSRTAKLVGMGPWK 240
consensus ! !! *!! !!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!! *! !!!!!!!!!!!!! !!! !!!!!!!!*!!!!!!!

logo

I
VKE IVNGES ITYVPNEHYFYFKGATKPKTSSLKI

MDIVSPDTIVSEMKAGNYDIADEMPSVDQLVDSYKDNALSNLNI
VVGQRLAESSYEYI

NTDB id 216233 BZG42 RS08150 WP 155995782.1 VKEIVNGESITYVPNEHYFKGA.PKTSSLKMDIVSPDTIVSEMKAGNYDIADMPSDQVDSYKNLSNLNVVGRLASSYEYI 319
NTDB id 463 GPW51 RS08685 WP 012775331.1 IKEIVNGESITYVPNEYFFKGTKPKTSSLKIDIVSPDTIVSEMKAGNYDIAEMPVDQLDSYKDASNLNIVGQLESSYEYI 320
consensus *!!!!!!!!!!!!!!!**!!! *!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!! !!*!!!! !!!!*!! ! !!!!!!

logo SFNFGKYDESANAQGSKNVMDENAKMNDVKLRQAIAYAIDTKTAGEKKSLYHNGLYHPAKSL I I SFFGDI
LHDSELEGYSTYNPEKAKK

NTDB id 216233 BZG42 RS08150 WP 155995782.1 SFNFGKYDSNQSKNVMDENAKMNDVKLRQAIAYAIDTKTAGEKLYHGLYHPAKSLIISFFGDLHDSELEGYTYNPEKAKK 399
NTDB id 463 GPW51 RS08685 WP 012775331.1 SFNFGKYDEAAGKNVMDENAKMNDVKLRQAIAYAIDTKTAGKSLYNGLYHPAKSLIISFFGDIHDSELEGYSYNPEKAKK 400
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!

logo LLDEAGYKDVDGDGIREGKDGKAPFKI STFAARKRTEANEALMVQQYI
LAWWKEVGLNVELYTGRTI

VEGPKNSFYDNMS IVEQANDAANID
NTDB id 216233 BZG42 RS08150 WP 155995782.1 LLDEAGYKDVDGDGIREGKDGKPFKISFAARKRTEANEALMQQYLAWWKEVGLNVELYTGRTIEPNSFYDMIEANDANID 479
NTDB id 463 GPW51 RS08685 WP 012775331.1 LLDEAGYKDVDGDGIREGKDGKAFKITFAARKRTEANEALVQQYIAWWKEVGLNVELYTGRTVEGKSFYNSVQANDAAID 480
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!*!* !!! * !!!! !!

logo MYAAGGWSTGYDPDNPSTGLWGP IAAKFNMSRFVSDENTKLLEAFI SSADESFDDEKKNLVENYKAWQKYAAHEQAFAIPTFESEKTI
LTA

NTDB id 216233 BZG42 RS08150 WP 155995782.1 MYAAGWSTGYDPDPTGLWGPIAKFNMSRFVSDENTKLLEAFSSADSFDEKKNLENYKAWQKYAAEQAFAIPTFESETLTA 559
NTDB id 463 GPW51 RS08685 WP 012775331.1 MYAGGWSTGYDPNPSGLWGPIAAFNMSRFVSDENTKLLEAISSAESFDDKKNVENYKAWQKYAHEQAFAIPTFESEKITA 560
consensus !!!*!!!!!!!! !*!!!!!!! !!!!!!!!!!!!!!!!! !!!*!!!*!!!*!!!!!!!!!!*!!!!!!!!!!!! *!!



logo

L
VNKRVKNSYDNTKLYGSASGNTGLAYEGNI ELLTADKGEVTVAEK

NTDB id 216233 BZG42 RS08150 WP 155995782.1 LNKRVKNYDNKLGSASGNGLAYENIELLADKGETAK 595
NTDB id 463 GPW51 RS08685 WP 012775331.1 VNKRVKSYDTKYGSASGTGLAYEGIELTADKGVVAE 596
consensus *!!!!! !! ! !!!!! !!!!! !!! !!!! !

X non conserved

X similar

X ≥ 50% conserved


