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LQLVLAYAQWFLDTP
NTDB id 216229 BZG42 RS07250 WP 155995512.1 MKKNRKLLLITSIVLGTLLIWFTVFVPLPYYLESPGGAADIRQVLTVNNQVDEKEGSYNFTYVSVQQATALQLLAAQFDP 80
NTDB id 360 SMU RS02495 WP 002262039.1 MKTNKKFKWWLISGISLILLLMVFFFPLPYYLEMPGGAYDIRSVVTVNHKEDKEKGSYNFVAVSLSKATPIQVLYAWLTP 80
consensus !! !*! * *!* ! !!!!!!! !!!! !!! !*!!!* ! !!!!! !!* !!**!*! ! !

logo

F
HTES IVRTSAEKEMTATGGAVNSDSADEYFMRIANQRFYMETSQNGMAI

KYKQAGLSTLAGHKEKANSFMKNFYFMGVYVLNQLVASERDNSTFKGS IVLNIADTVTVGS IVNDGK
NTDB id 216229 BZG42 RS07250 WP 155995512.1 HTSVRSAEEMAGGANSAEYFRIARFYMETSQNMAKYQGLTLAGKEANMKFFGVYVLNLAEDSTFKSILNIADTVVSINGK 160
NTDB id 360 SMU RS02495 WP 002262039.1 FTEITSAKETTGGVSDADYMRINQFYMETSQNGAIYKALSLAHKKASFNYMGVYVLQVSRNSTFKGVLNIADTVTGVNDK 160
consensus *! * !! ! !! !*! !! !!!!!!!! ! ! *!*!!*! ! * !!!!!** !!!! *!!!!!!! *! !

logo TFEHSSKPDEL IKYVSGLEKLGSDKVSTVGQYI
TSDEGNEKEKKSTAKGKI

V IKLASNGKNGIG IGLVDHTEKVQTSDSDVKP IDEFQSTGNGNIGGPSAGLMF
NTDB id 216229 BZG42 RS07250 WP 155995512.1 TFESSPDLIKYVSGLELGSDVTVGYISDGEEKSAKGKIIKLANGKNGIGIGLVDHTEVQSSVPIDFQTGNIGGPSAGLMF 240
NTDB id 360 SMU RS02495 WP 002262039.1 TFHSSKELIKYVSGLKLGSKVSVQYTSENKKKTAKGKVIKLSNGKNGIGIGLVDHTKVTSDDKIEFSTNGIGGPSAGLMF 240
consensus !!*!!**!!!!!!!! !!! !*! ! !* !*!!!!*!!! !!!!!!!!!!!!!! ! ! *!*! ! !!!!!!!!!!

logo TLADIYDTQLAVDKEPDLRDKGR I
MIAGTGTI EGEKDYGKSVGDIGGADKMKVALASAADKRAIGNADS I FFVPNNPVDSEKAI

TLKKLNPKNAKLTNYEQEAKEQAS
NTDB id 216229 BZG42 RS07250 WP 155995512.1 TLAIYTQLADPDLRDGRMIAGTGTIEKYGKVGDIGGADKKVLSAAKAGASIFFVPNNPVDEAILKLNPNAKTNYEEAKES 320
NTDB id 360 SMU RS02495 WP 002262039.1 TLDIYDQLVKEDLRKGRIIAGTGTIGEDGSVGDIGGADMKVAAADRINADIFFVPNNPVSKATLKKNPKALTNYQEAKQA 320
consensus !! !! !! *!!! !!*!!!!!!! ! !!!!!!!! !! ! * ! !!!!!!!!! ! !! !! ! !!! !!!

logo AEKKALGTVDKI
M
E
KIVPVKQNTVQDEAIDYLKRKHTKSE

NTDB id 216229 BZG42 RS07250 WP 155995512.1 AEKAGVDIEIVPVQTVQDAIDYLKKTKSE 349
NTDB id 360 SMU RS02495 WP 002262039.1 AKKLGTKMKIVPVKNVQEAIDYLRKH... 346
consensus ! ! ! * !!!! !!*!!!!!*!****
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