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NTDB id 596 KW2 RS08720 WP 021037686.1 .MR.FLLIKFPLIFLTYLVVLLYFCIFTYNLPLLILFICSIL....LALF.....RKYYLMIPILIVFAVF...FLLINS 66
NTDB id 216226 BZG42 RS06490 WP 155995986.1 MLRL.DKLPCQPIHLAILAVVTYFTVHRFSMLTM.....SLLILLLVIYWRRQGKLTFFKMLPLLVLCGLF...FGCQKL 71
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQFPWKSAGK........VLIICGIFGFWFLFQNW 72
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQFLWKSAGK........VLVICGIFGFWFVFQNW 72
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGK........VLIICGIFGFWFVFQNW 72
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGK........VLIICGIFGFWFVFQNW 72
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGK........VLIICGIFGFWFVFQNW 72
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQFPWKSAGK........VLIICGIFGFWFVFQNW 72
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NTDB id 596 KW2 RS08720 WP 021037686.1 LSIRDNENQPKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNF 146
NTDB id 216226 BZG42 RS06490 WP 155995986.1 KWKQEEQAVSKQVTAVEIVPDTININGDQLSFRARTDGQIYQGFYKLTSQKEQEYFQKLTALVQVEVKAETSLPSGQRNF 151
NTDB id 494 SM12261 RS04305 WP 000942409.1 QQSQASQNLADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNF 152
NTDB id 522 SMSK321 RS04965 WP 000942453.1 QQSQASQNLSDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNF 152
NTDB id 189 SPR RS04300 WP 000942407.1 QQSQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNF 152
NTDB id 223 SPD RS04540 WP 000942407.1 QQSQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNF 152
NTDB id 154 SP RS04735 WP 000942394.1 QQSQASQNLADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNF 152
NTDB id 264 KZH43 RS04200 WP 000942407.1 QQSQASQNLADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNF 152
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NTDB id 596 KW2 RS08720 WP 021037686.1 NGFDDQKYLASQNIYRQITIQQITNVEIKKNFD....LHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIY 222
NTDB id 216226 BZG42 RS06490 WP 155995986.1 NGFDYQAYLKTQGIYRILTITTINKIVPIHSWNPMDWLSIWRRKALVFIKSNFPSPMSHYMTGLLFGELDSDFDQMSALY 231
NTDB id 494 SM12261 RS04305 WP 000942409.1 GGFDYQAYLKTQGIYQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLY 232
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GGFDYQAYLKTQGIYQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELY 232
NTDB id 189 SPR RS04300 WP 000942407.1 GGFNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELY 232
NTDB id 223 SPD RS04540 WP 000942407.1 GGFNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELY 232
NTDB id 154 SP RS04735 WP 000942394.1 GGFNYQAYLKTQGIYQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELY 232
NTDB id 264 KZH43 RS04200 WP 000942407.1 GGFNYQAYLKTQGIYQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELY 232
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NTDB id 596 KW2 RS08720 WP 021037686.1 SSLGIIHLFALSGMQVNFFIDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGV 299
NTDB id 216226 BZG42 RS06490 WP 155995986.1 SSLGIIHLFALSGMQVGFFIDKFRWILLRLGLTKETVDQLQVPFSLVYAGLTGFSVSVVRSLIQKILSNLGLRKLDNFAA 311
NTDB id 494 SM12261 RS04305 WP 000942409.1 SSLGIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFAL 312
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SSLGIIHLFALSGMQVGFFMDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFAL 312
NTDB id 189 SPR RS04300 WP 000942407.1 SSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFAL 312
NTDB id 223 SPD RS04540 WP 000942407.1 SSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFAL 312
NTDB id 154 SP RS04735 WP 000942394.1 SSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFAL 312
NTDB id 264 KZH43 RS04200 WP 000942407.1 SSLGIIHLFALSGMQVGFFMNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFAL 312
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NTDB id 596 KW2 RS08720 WP 021037686.1 TTLVLMLISPKFLLTTGGQLTLFYAFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFL 379
NTDB id 216226 BZG42 RS06490 WP 155995986.1 TLFICFLVQPRFLLTVGGVLTFTYAFLLTVFD..FEDLKQIKKVVVESLSISLGILPILMTYFFAFQPLSILLTFFFSFV 389
NTDB id 494 SM12261 RS04305 WP 000942409.1 TVLVLFIVMPNFFLTAGGVLSCAYAFILTMTS..KE.GEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFL 389
NTDB id 522 SMSK321 RS04965 WP 000942453.1 TVLVLFIIMPNFFLTAGGVLSCAYAFILTMTS..KE.GEGLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFL 389
NTDB id 189 SPR RS04300 WP 000942407.1 TVLVLFIVMPNFFFTAGGVLSCAYAFILTMTS..KE.GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFL 389
NTDB id 223 SPD RS04540 WP 000942407.1 TVLVLFIVMPNFFFTAGGVLSCAYAFILTMTS..KE.GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFL 389
NTDB id 154 SP RS04735 WP 000942394.1 TVLVLFIVMPNFFLTAGGVLSCAYAFILTMTS..KE.GEGLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFL 389
NTDB id 264 KZH43 RS04200 WP 000942407.1 TVLVLFIVMPNFFFTAGGVLSCAYAFILTMTS..KE.GEGLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFL 389
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NTDB id 596 KW2 RS08720 WP 021037686.1 FDFMLLPLLLCCFLISFLGFSLNLNFIFQILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLV 459
NTDB id 216226 BZG42 RS06490 WP 155995986.1 FDVLLLPSLSVIFILSPLVKITWVNSFFVLMEKMIIWVSDLGFRPLILGKPSDFILLVLLLGFFMLYDFHRQKKWLLGLS 469
NTDB id 494 SM12261 RS04305 WP 000942409.1 FDLVFLPLLSILFALSFLHPVIQLNFIFEWLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLS 469
NTDB id 522 SMSK321 RS04965 WP 000942453.1 FDLVFLPLLSVLFALSFLYPVIQLNFIFEWLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLS 469
NTDB id 189 SPR RS04300 WP 000942407.1 FDLTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLC 469
NTDB id 223 SPD RS04540 WP 000942407.1 FDLTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLC 469
NTDB id 154 SP RS04735 WP 000942394.1 FDLVFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLS 469
NTDB id 264 KZH43 RS04200 WP 000942407.1 FDLTFLPLLSILFVLSFLYPVIQLNFIFEWLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLC 469
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NTDB id 596 KW2 RS08720 WP 021037686.1 GFIFLFFFITKNPMRASITAVDIGQGDSIFLQDKFNKENILIDTGGRLALP..QKNWQKAQTQSNADKTLIPYLESMGVA 537
NTDB id 216226 BZG42 RS06490 WP 155995986.1 LLLTLLFFITKHPLENEVTVVDIGQGDSIFLRDMQG.RTVLIDVGGRVDFTV.KEGWKARSRQANAERTLIPYLHSRGVD 547
NTDB id 494 SM12261 RS04305 WP 000942409.1 LLITGLFFLTKHPLENEITMLDVGQGESIFLRDVTG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVS 548
NTDB id 522 SMSK321 RS04965 WP 000942453.1 LLITGLFFLTKYPLENEITMLDVGQGESIFLRDVAG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVA 548
NTDB id 189 SPR RS04300 WP 000942407.1 LLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVA 548
NTDB id 223 SPD RS04540 WP 000942407.1 LLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVA 548
NTDB id 154 SP RS04735 WP 000942394.1 LLITGLFFLTKYPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVA 548
NTDB id 264 KZH43 RS04200 WP 000942407.1 LLITGLFLLTKHPLENEITMLDVGQGESIFLRDVTG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVA 548
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NTDB id 596 KW2 RS08720 WP 021037686.1 HIDQLILTHTDADHVGDFLSLADKIKIREIWVSPGELTNSSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKG 617
NTDB id 216226 BZG42 RS06490 WP 155995986.1 KIDSLVLTHTDTDHVGDVLEVAKNFKIGKIYVSSGSLTVPSFVTTLKKINVPVHVVQVGDRLPIVDSYLEVLYPSRSGDG 627
NTDB id 494 SM12261 RS04305 WP 000942409.1 KIDQLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQKQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDG 628
NTDB id 522 SMSK321 RS04965 WP 000942453.1 KIDQLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQKEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDG 628
NTDB id 189 SPR RS04300 WP 000942407.1 KIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDG 628
NTDB id 223 SPD RS04540 WP 000942407.1 KIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDG 628
NTDB id 154 SP RS04735 WP 000942394.1 KIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDG 628
NTDB id 264 KZH43 RS04200 WP 000942407.1 KIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQKEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDG 628
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NTDB id 596 KW2 RS08720 WP 021037686.1 DNNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLKVGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHP 697
NTDB id 216226 BZG42 RS06490 WP 155995986.1 SNNDSIVLYGRLLGINFLFTGDLEE.GELELIKTYPKLSVDVLKAGHHGSKGSSYPEFLDHIGAKIALISAGEKNRYKHP 706
NTDB id 494 SM12261 RS04305 WP 000942409.1 GYEDSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLKAGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLP 708
NTDB id 522 SMSK321 RS04965 WP 000942453.1 GHDDSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLKASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLP 708
NTDB id 189 SPR RS04300 WP 000942407.1 GHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLP 708
NTDB id 223 SPD RS04540 WP 000942407.1 GHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLP 708
NTDB id 154 SP RS04735 WP 000942394.1 GHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLP 708
NTDB id 264 KZH43 RS04200 WP 000942407.1 GHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLKASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLP 708
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NTDB id 596 KW2 RS08720 WP 021037686.1 NQETLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR 736
NTDB id 216226 BZG42 RS06490 WP 155995986.1 HQETLERFEQKNMQIYRTDRQGAIRFRGW.RSWSIETVR 744
NTDB id 494 SM12261 RS04305 WP 000942409.1 HQETLTRLETINSKVYRTDQHGAIRFKGW.NSWKVETVG 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 HQETLTRLEGINSKVYRTDQQGAIRFKGW.NSWKIESVR 746
NTDB id 189 SPR RS04300 WP 000942407.1 YQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 223 SPD RS04540 WP 000942407.1 YQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 154 SP RS04735 WP 000942394.1 HQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 YQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR 746
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