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NKKQTARMQSTLFI SGLLAVTLL ILVLVSGTGGSYFYLI SKSQTMTPNSSANPVNTNSHPPKYTYNVLNSQSKKAQSAESSEVAPSQEALASESVLTEDNAVKKSQLIGKTGKS ILEWNGAS

NTDB id 216220 BZG42 RS03645 WP 155970840.1 MAKKNVKKQAMSLFSLLATLIVVGGGYFLSSTTNSNVTNHPYYVNQSKASESVPSQELASSVLTENVKKQLGTKIEWNGA 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
NTDB id 221 SPD RS09380 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
NTDB id 187 SPR RS08930 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
NTDB id 152 SP RS09870 WP 001036779.1 ....MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPN.SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGS 75
consensus **!!****!**!!**!****!*!********** *******!*!*****!!!*!!*!!!!**!!*!*****!!!!*

logo GAFFI IVNGNKTNLDASKVASSAKPYGAEDNKTKI
TVQGGKKEMTVPTVANALLASKSATRQYKDNRDKETGKNGRSTSWTPAPGWHQI
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NTDB id 216220 BZG42 RS03645 WP 155970840.1 GAFFINGNKTNLDASVASAPYGENKTKIVQGKMVPTVANALLAKSTRQYKDRDETGKGRTSWTPAGWHQIHGLSGEYDHA 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
NTDB id 221 SPD RS09380 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
NTDB id 187 SPR RS08930 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
NTDB id 152 SP RS09870 WP 001036779.1 GAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHA 155
consensus !!!**!!!!!!!!!*!*!*!!**!!!!*!****!!!!!!!!!*!*!!!!!*!*!!!*!*!!!!!*!!!!***!*!*!*!!

logo VDRGHLLGYAL IGGLSDGFDASTSNPKNIAVQTAWSANQANQDAQEAYSTGQNYFYESQKI
VRRKALDKQNKRVRYRVTL IYYAESDNNEDL IVPVS

NTDB id 216220 BZG42 RS03645 WP 155970840.1 VDRGHLLGYALIGGLSGFDASTSNPKNIAVQTAWSNQANDQASTGQNYFESQIRRALDKNKRVRYRVTLIYAEDNDLIPV 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
NTDB id 221 SPD RS09380 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
NTDB id 187 SPR RS08930 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
NTDB id 152 SP RS09870 WP 001036779.1 VDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPS 235
consensus !!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!*!!!****!!!!!!*!!**!*!!!*!!!!!!!!!!*!!***!!*!*

logo

G
ASHQLI EAKASASDGSELEFNVFLVPNVQSKGLSQI

L
N
DYRTGKE I

VTVNTPQH
NTDB id 216220 BZG42 RS03645 WP 155970840.1 GSHLEAKAADGSLEFNVFVPNVQSGLSINYRTGKITVNPH 280
NTDB id 262 KZH43 RS08770 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
NTDB id 221 SPD RS09380 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
NTDB id 187 SPR RS08930 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
NTDB id 152 SP RS09870 WP 001036779.1 ASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ. 274
consensus *!**!!!**!!*!!!!!*!!!!!*!!***!!!!**!!**
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