
logo MSDKNQRHTEHI
LEEKYQTWDLTTI FAPTDAEADWEETEYEIASLTQVAQDELTEKKATKSADFYAGHLLDSAKNLLEGAI STELTQYLMGSLMRR I

LEKI
LYVYASMKND

NTDB id 216218 BZG42 RS03360 WP 155995486.1 MSKQRHEIEEKYQWDLTTIFPTDEAWEEEYIALQAETEKTKDFAGHLLDSAKNLLEISETQLGLMRRIEKLYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !! *!***!!!! !!!!!!!*!! !! !! * ! *!!!!!!!!!!!! *! * !!!!*!!*!!!!!!!!!

logo QDTRTEVGKLYQEFYQAKAI
S
N
SLYSAQFLSEQAFAFYFYEPEFMAI

L
D
T
D
E
E
K
K
QLAKAEFKETKQEPAGLGI LQYDNHQYFEKRLLAANKDHVLSQEAVEELVLAAAT

NTDB id 216218 BZG42 RS03360 WP 155995486.1 QDTREGKYQEFQAKAISLYSAFSQAFAFYEPEFMAITEEQLKAFKTKEPALIQYNHQFEKLLAAKDHVLSQEVEEVLAAT 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! ! !!!*!!!! !!! ! !!!**!!!!!!* * ! !! !!*! ! ! !!*!!! !!!!!!!! !!*!!!

logo

G
S
D
E I FENGSPATDETFNSVLDNADS ILLRFPEWI

V
A
SDEGDQGDNLVVEPLSTHGNFYIHTFLMESKDNRDE I

VRKQEGAYEAMYGTYEQFQHTYAKQTLQGSNVVKVHN
NTDB id 216218 BZG42 RS03360 WP 155995486.1 SEIFESPAETFSVLDNASLRFPEIADEDGNLVPLSHGNYIHFMESKNREVRQEAYEAMYGTYEQFQHTYAKTLQSNVKVN 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!! ! *!! !!!!! * !! * ! ! *!*!*!!!*!* !!!! !**! !!!!!!!!!!!!!!!!! !!! !!!*

logo NLYKQAKRLVRHKYDNSARHAALAANF IPESVYDSTLLVESASVNKHLPLLHRYI
L
D
NLRKKLVLGI

LDDELKMYDMVYATPLSDEFTESTAKI
L
S
TYEDEASLK

NTDB id 216218 BZG42 RS03360 WP 155995486.1 NLKARLRKYDSARHAALAANFIPESVYDTLVSAVNKHLPLLHRYINLRKKLLGIDDLKMYDMYAPLSDFSTKISYEDALK 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus ! !**!*! !!!!!!!!!!!!!!!!!!*!* !!!!!!!!!!!* !!!!*!!*!*!!!!!*! !!!* ! **!!* !!

logo KACEQETVLAE I FGEDEYSKTGIVHKAEAFETENRWIDVHPVNEKGKRSGAYSGGAYDTNAFMLLNWQDNTLDNLMFTL IVHETGHSLHSMTFLTRQRT
NTDB id 216218 BZG42 RS03360 WP 155995486.1 KCQETLEIFGEDYSTIVKEAFENRWIDVHVNEGKRSGAYSGGAYDTNAFMLLNWQDNLDNMFTLIHETGHSLHSMLTRRT 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !* ! ! !!!!*!! !* !! !!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!! !!!*!!!*!!!!!!!!! !! !

logo QPYVYGDHYPTI
LFLAE IASTTNENI

LLTEKTLLAKEVKDDKETRFAI LNHYLDGFKRGTVFRQTQFAEFEHQAIHYEKADAQESGQI
VLTADF

NTDB id 216218 BZG42 RS03360 WP 155995486.1 QPYVYGHYTLFLAEIASTTNENLLTEKLLAEVKDDKERFAILNHYLDGFRGTVFRQTQFAEFEQAIYKADQEGQVLTADF 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!*!**!!!!!!!!!!!!*!!! !! !!!!!! !!!!!!!!!!!!*!!!!!!!!!!!!!*!!* !! !!*!!!!!

logo

L
MNEKLYAGDKLMNEKYYGNLKSAEDNPYE IQFYEWAER IPHFYMYNFYYVYQYATGFAAASAYLAENKIVHNGSTEPEDKEANYLNTYLKAGSSDYPSL

NTDB id 216218 BZG42 RS03360 WP 155995486.1 LNELYGKMNEKYYGLSAEDNPEIQYEWARIPHFYYNFYVYQYATGFAAASALANKIVNGSPEDKENYLNYLKAGSSDYSL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!* *!!!!! ! !!!!*!!!*!! !!!!!! !*!!!!!!!!!!!!! !! !!!*!**!!!! !! !!!!!!!!!*!



logo

E
NVIAKKAGVDMTKNETDYLDNADAFKVFEADRLEVELEAELVEKRGVHLS

NTDB id 216218 BZG42 RS03360 WP 155995486.1 NVIAKAGVDMTKEDYLNDAFKVFEARLEELEELVERGVHL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !!!!!!! !!! !!!!!! !! !!! !!!*!!!!*

X non conserved
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X ≥ 50% conserved


