
logo MF
L
T

D
N
L
QLKRQYLNTVITFETARSDESPF ILWF ILVGLR I L ILAGVF ILLI I LLFFAVYFLVI

T
F
L
VLNL ILYREENRYKRNDNI

K
NQI

L
VKQI

LNAQKVKNRADSL IADTGDHNYASTKDI
K
VLKDLMVEQRDGGNSPSDELI STDENI

L
M

A
T
VNSNVL

NTDB id 375 SMU RS06880 WP 002262929.1 MT.....NVFESSPLFLRILLAVLIILLFFYFIFLNYREYKNNNQVKQLNAKVRSLITGHYTDKLKVEDNSDLSELVNNV 75
NTDB id 216214 BZG42 RS02935 WP 024532081.1 MFNQLRYLITTAEFWFVGILIGFLI.....ALTVLLIENYRDNKQIKQLNQKVNALIDGNYADILDLRGSPEITDMANSL 75
NTDB id 414 AAK55818.1 838..2187( ) MLDLLKQTIFTRDFIFILILLGFIL.....VVTLLLLENRRDNIQLKQINQKVKDLIAGDYSKVLDMQGGSEITNITNNL 75
consensus ! ** *** ***!* !!***** ***!*******! !*!!*!*!!* !! ! !***!** * ****** !**

logo NDLSEVFIRLTQHDEHNLAEQESKKNTRLNTS I LFSYMS
TDGVVLATNDRI

R
SGKQRVITIVMINDTMAKQKQLNGVLSTVGKRKEDKQAQVELENQCRYHNSLI LDE I

L
VLKDI

L
D
E
P

E
D
N
R
SYETYLNRDLFI

NTDB id 375 SMU RS06880 WP 002262929.1 NDLSEVFRLTHENLAQEKNRLTSILSYMTDGVLATDRSGKITVINDMAQKQLNVTREQALECNILDILD.DDSYTYNDLI 154
NTDB id 216214 BZG42 RS02935 WP 024532081.1 NDLSEVIRLTHDHLEQEKTRLTSILSYMSDGVVATDRIGRVIMINDMAQKQLGLSGKKQEQYHLLEVLDLPDRYTLRDLF 155
NTDB id 414 AAK55818.1 838..2187( ) NDLSEVIRLTQENLEQESKRLNSILFYMTDGVLATNRRGQIIMINDTAKKQLGLVKEDVLNRSILELLKIEENYELRDLI 155
consensus !!!!!!*!!!***!*!!* !!*!!!*!!*!!!*!!*! !****!!!*!*!!!***** ** *!**!**** !***!!*

logo

A
T
K
Q
S
TPELI ILV I

L
D
E
T

H
R
S

Q
R
T

N
D
I
E
Y
N
D
E
GEYF ILNTLRAIVNRFATLNIRSRESGLF I SGL IVVAVLHDAMTTEQAEKEERERRLFVSNVSHELRTPLTSVKSYLEALD

NTDB id 375 SMU RS06880 WP 002262929.1 TKTPEIVLTRRDEYDEFITLRIRFALNRRESGFISGLIAVLHDATEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALD 234
NTDB id 216214 BZG42 RS02935 WP 024532081.1 AQTPEIIIEHTNENEEFLTLRANFATIRSESGLISGLVVVLHDMTEQAKEERERRLFVSNVSHELRTPLTSVKSYLEALD 235
NTDB id 414 AAK55818.1 838..2187( ) TQSPELLLDSQDINGEYLNLRVRFALIRRESGFISGLVAVLHDTTEQEKEERERRLFVSNVSHELRTPLTSVKSYLEALD 235
consensus ***!!**** ****!***!!**!!**!*!!!*!!!!**!!!! !!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

D
EGALCTETSVAPDSFVIKVSLDETNRMI

MRMVITDLLHSLSCR IDNAQVTGSQHVLDVELTINFTAF IMVNTYF I LDNRFDKQI
M
Q
K
G
N
S

A
Q
D
E
Q

SKS
T

D
E
NKKVYTELI IVRDY

NTDB id 375 SMU RS06880 WP 002262929.1 DGALTESVAPSFIKVSLDETNRMMRMITDLLSLSRIDNQTSHLDVELTNFTAFMNYILDRFDQIQSQQSTNKVYEIIRDY 314
NTDB id 216214 BZG42 RS02935 WP 024532081.1 EGALTESVAPSFVKVSLDETNRMIRMITDLLSLSRIDNQVGQVDVELINFTAFVTFILNRFDQMKNAD.SDKVYTIVRDY 314
NTDB id 414 AAK55818.1 838..2187( ) EGALCETVAPDFIKVSLDETNRMMRMVTDLLHLSCIDNATSHLDVELINFTAFITFILNRFDKMKGQE.KEKKYELVRDY 314
consensus *!!!*!*!!!*!*!!!!!!!!!!*!!*!!!!*!!*!!!*****!!!!*!!!!!***!!*!!!*** ** **!*!***!!!

logo

Q
P
D
I
K
N
S

P
S
V
IW I
M
VE IDTDKMTQVI

L
VDNI LNNAIKYSPDGGRKVITFIVRSTMQKTTEDDSTQML IVLS I SDEHQGLGIPKKQTDLPKLR I FDRFYRVDRKARSRAQ

NTDB id 375 SMU RS06880 WP 002262929.1 PDKSVWIEIDTDKMTQVIDNILNNAIKYSPDGGKVTITMQTTDTQLILSISDQGLGIPKKDLPLIFDRFYRVDKARSRAQ 394
NTDB id 216214 BZG42 RS02935 WP 024532081.1 QISPIWVEIDTDKMTQVLDNILNNAIKYSPDGGRITFSMKTTDSQLIVSISDEGLGIPKTDLPKIFDRFYRVDKARSRAQ 394
NTDB id 414 AAK55818.1 838..2187( ) PINSIWMEIDTDKMTQVVDNILNNAIKYSPDGGKITVRMKTTEDQMILSISDHGLGIPKQDLPRIFDRFYRVDRARSRAQ 394
consensus ** **!*!!!!!!!!!!*!!!!!!!!!!!!!!!**!**!*!!**!*!*!!!! !!!!!! !!!*!!!!!!!!!*!!!!!!

<0

logo GGTGLGLSAIAKE IVIKQHRKGF IWANKSEEYGEHKGSTFTIVLPYDESNKDAINADVAKLDEIDEDEVWDEDEADEESVDEDEES
NTDB id 375 SMU RS06880 WP 002262929.1 GGTGLGLAIAKEIVKQHKGFIWANSEEGEGSTFTIVLPYENDNDAIDEWEEDEDES 450
NTDB id 216214 BZG42 RS02935 WP 024532081.1 GGTGLGLAIAKEIIKQHRGFIWAKSEYGHGSTFTIVLPYSKDIALD.DWDEASEEE 449
NTDB id 414 AAK55818.1 838..2187( ) GGTGLGLSIAKEIIKQHKGFIWAKSEYGKGSTFTIVLPYDKDAVKEEVWEDEVED* 449
consensus !!!!!!!*!!!!!*!!!*!!!!!*!!*! !!!!!!!!!!**! ***!*** **



X non conserved

X similar

X ≥ 50% conserved


