logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593

216210 BZG42 RS02050 WP 155996311.1

277
236
202
167
507
535

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593

216210 BZG42 RS02050 WP 155996311.1

277
236
202
167
507
535

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593

216210 BZG42 RS02050 WP 155996311.1

277
236
202
167
507
535

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593

216210 BZG42 RS02050 WP 155996311.1

277
236
202
167
507
535

consensus

LCA RS02545 WP 011374200.1
KW2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

LCA RS02545 WP 011374200.1
KW2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

LCA RS02545 WP 011374200.1
KW2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

LCA RS02545 WP 011374200.1
Kw2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

A BT, ER gL R e m e LA

.. NYSLPQIKEREAF LEVEHE VG vVl
AN K

L. Q

. ERQLAEKLPAMRKEKGKLFCQRCNSTIHLEEWYLPIGAYYCRECLLMKRYV
AN DYLGRLFTENELTEE ERQLAEKLPAMRKEKGKLFCQRCNSTINLEEWYLPIGAYYCRECLLMKRYV
AN DYLGRLFTENELTEE ERQLAEKLPAMRKEKGKLFCQRCNSTINLEEWYLPIGAYYCRECLLMKRYV
BN DYLGRLFTENELTEE ERQLAEKLPAMRKEKGKLFCQRCNSTIR

ERQLAEKLPAMRKEKGKLFCQRCNSTIR
. ERQLAEKLPAMRKEKGKLFCQRC SHIR

Ik skokx | * * * * * % * %k % % %k % s bk b Doskoskskok skokskokok | bk Dokokok Dok L1k |

LI EELD, st LRl I

VEGDW[RIT ViZECHLF ENN I P KM T E Rz HRIHE A
L. WENGISLTIQEK S
BNET0W GRILTY Q
..VLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
MRVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
MNVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA
BVLKWRGQLTPFQEKVSEGLLQVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLA

Q
. Ne FYFR PLVVEIT HQLL FE{ AFDLLI DEVDAFP RIDNRMLYJgA JaN
SPRIDVC ELYKRLQQDF S| g8 NSEJAYFRTP V ATTHQLLKFYRAFDLL DEVDAFPYJDNPJLY AV[N
SPRIDVCLELYKRLQQDF SC[e® BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
SPRIDVCLELYKRLQQDFSC{em ASEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
SPRIDVCLELYKRLQQDFSC{em NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
SPRIDVCLELYKRLQQDF SC{em BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
SPRIDVCLELYKRLQIYDF Cja8 ASEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS

SPRIDVCLELYKRLQWDF Clol8 NSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNS
N N e I Ry ey oy ey ! NN NN N ey e

e L AT T s LR R0 e ofuey kol ok v R

TVSEMZLEFHOH LIMPEEQRHVAF| RAQ.K.G.PK.ERDC.TYL.
K

Q
GELKRLNLPRRFHGNPLIIPKPIWLSDFNRYL KNMRLSPKLKSYIEKQRKT
GELKRLMWLPRRFHGNPLIIPKPIWLSDEFNRYL KWRLSPKLKSYIEKQRKT

GELKRLNLPRRFHGNPLIIPKPIWLSDFNRYL KWRLSPKLKSYIEKQRKT

GELKRLMWLPRRFHGNPLIIPKPIWLSDEFNRYL KWRLSPKLKSYIEKQRKT

VKENGLRIFLTATSTMELD KVR GELKRLEJLPRRFHGNPLIIPKP WLSDFN [§L KFRLSPKLKSYIEKQRKT

VKENGLRIFLTATSTBELD KVR GELKRLBLPRRFHGNPLIIPKP WLSDFNRYL K|S®LSPKLKSYIEKQRKT
Dokokokokokokok | DD Dok | skok ok ok ok ok ok ok NN 1ok sk | ok ok ok ok ok ok ok ok > >k > >k kK * Kok ok ok ok okokok ||k !

154
158
144
147
147
147
147
147
147

234
236
222
225
225
225
225
225
225

313
303
302
305
305
305
305
305
305



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593

216210 BZG42 RS02050 WP 155996311.1

277
236
202
167
507
535

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

615
593

216210 BZG42 RS02050 WP 155996311.1

277
236
202
167
507
535

consensus

LCA RS02545 WP 011374200.1
KW2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

LCA RS02545 WP 011374200.1
KW2 RS05130 WP 021037147.1

KZH43 RS10090 WP 000867601.1
SPD RS10765 WP 000867601.1

SPR RS10250 WP 000867601.1

SP RS11275 WP 000867616.1
SM12261 RS09240 WP 000867722.1
SMSK321 RS10515 WP 000867726.1

AERER AT

Sy TE DR eA LTS

e

| FE oL L0goF o B
ﬂ

[¥Y\FPNEJIGFVSSMTE RLEMV FR )§)] TILISTTILERGVTFPCVDVFV = ANHML
IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS

IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS

IFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS

IFASEIKKGEQLIMEI QEQFPNEKIGFVSS TE RLEQVQAFRDEELTILISTTILERGVTFPCVDVFVVEANHRLFTKS

IFASEIKKGEQLIMEILQ FPEIEKIGFVSSVTEDRLEQVQAFRDGELTILISTTILERGVTFPCVDVFVVEANHRLFTKS
| % % * * %k % % %k % * (S * ok okok || kokokok tettrrrrnd [ENEE] (S

LGRS R ofroLs ANE o g,

445
430
430
432
432
432
432
432
432

Poe Dok e 1Dk * k% | kkkk ok (I3 | *

X non conserved
B similar
> 50% conserved

393
383
382
385
385
385
385
385
385



